Supplementary Table 2. List of differentially regulated proteins identified by the 2-DE-based approach

after platelet activation with CRP (10 ug/ml, 90 sec).

ADAP [Adhesion- and O15117 16914 533  4-7 B Adapter protein with a

degranulation-promoting SH3 domain. Tyrosine

adapter protein] (SLAP- phosphorylated in

130, FYB) activated platelets. Binds
to SKAP-Hom and SLP-
76.

Dok-2 [Downstream of 060496 . Adapter downstream of
tyrosine kinases] tyrosine kinases.

Constitutively tyrosine
phosphorylated.

Gads [Grb2-related 075791 39101  6.29 6-11 B Interacts with SLP-76 to

adaptor protein 2] 39305 5.92 6-11 CRP regulate NF-AT
activation. Binds to
tyrosine-phosphorylated
shc. Contains one SH2
and two SH3 domains.




Heat shock 27 kDa

Annexin VII

RKIP [Raf kinase
inhibitor protein]

28188
27468
26798
26458

58294
56094
55544
55467
50832

21965

4.96
5.21
5.54
5.82

6.01
6.51
5.92
6.48
5.99

7.36

4.7

4-7
4-7

4-7

6-11
6-11
4-7

6-11

UJUJ%UJ

Substrate for p38
kinases. Involved in
cytoskeletal regulation.

SH2 and SH3 domains.
Multi-functional
tyrosine kinase.
Activated by GPCRs
and TKRs.

Calcium/phospholipid-
binding protein.

Regulates Raf-1.




Rho GDP-dissociation
inhibitor 2

Ras suppressor protein 1

Osteoclast stimulating
factor 1°

Dok-1 [Downstream of
tyrosine kinases-1]°

P52566

Q02750

Q15404

Q92882

Q99704

16967

44352

27474

26798

59479

5.77

5.99

4-7

4-7

722 6-11

5.54

5.94

4.7

4-7

2.2

B

CRP

B

B

Regulates the GDP/GTP
exchange reaction of the
Rho proteins.

Activates ERK1 and
ERK2 MAP kinases.

Inhibits Ras signaling

Binds to c¢-Src. Contains
one SH3 domain.

Adapter downstream of
tyrosine kinases.
Constitutively tyrosine
phosphorylated.




Drebrin F (HIP-55)

Gelsolin precursor

Myosin regulatory light
chain 2, nonsarcomeric

Cofilin, non-muscle
isoform

Transgelin 2 (SM22-alpha
homolog)

QYUIUG

P06396

P19105

P23528

P37802

30391
17844

101861
101709

5.79
5.29

5.53
5.60

4-7
4-7

4-7
4-7

B
B

B

Actin-binding adapter
protein. Contains an N-
terminal actin binding
domain and SH3
domain.

Actin capping protein.

Plays an important role
in cytoskeletal
regulation.

CRP Control of actin

polymerization.

Actin-binding protein.



A6 related protein QI9Y3F5 16806 5.54 4-7 -2.72 Control of actin
polymerisation.

Protein processing

Proteasome subunit alpha 014818 26137 8.44 6-11 B Proteasome pathway.
type 7

Proteasome subunit alpha P25789 27474 7.22 6-11 CRP Proteasome pathway.
type 4

Seryl-tRNA synthetase P49591 58176 5.88 4-7  CRP Involved in protein
biosynthesis.

Ubiquitin-fold modifier Q9Y3C8 20245 6.57 4-7 B Ubiquitin pathway.
conjugating enzyme 1

L-lactate dehydrogenase P00338 32433 7.52 6-11 CRP  Anaerobic glycolysis.
A chain 32433  7.62 6-11 CRP
31941 7.56 6-11 CRP

Glucose-6-phosphate 1- P11413 56094 6.51 4-7 B Pentose phosphate
dehydrogenase pathway; first step.




Fructosamine-3-kinase Q9H479 35246 6.87 6-11 B

Coagulation factor XIII A P00488 101709 5.60 4-7 B
chain precursor 101861 5.53 4-7
99269 5.63 4-7

™ @

Fibrinogen a/a-E chain P02671 62215
precursor

Thrombospondin 1 P07996 31435 538 4-7 B
(precursor)

Syntaxin 11 075558 29896  6.28 6-11 B

May initiate a process
leading to the
deglycation of
fructoselysine and of
glycated proteins.

Coagulation factor.
Secreted by a-granules
in platelets.

Coagulation factor.
Secreted by a-granules
in platelets.

Adhesive glycoprotein.
Secreted by platelet a—
granules.

Regulates protein
transport between late
endosomes and the
trans-golgi network.




Vacuolar protein sorting
factor 4A

Or

Vacuolar sorting protein
4b°

N-acetylserotonin O-
methyltransferase-like
protein

Fumarate hydratase,

mitochondrial precursor®

GMP reductase 1
[Guanosine

monophosphate reductase
179

Nucleosome assembly
protein 1-like 1

Multimerin 1 precursor

QYUN37

Or
075351

095671

P07954

P36959

P55209

Q13201

56027

73329

45156

37696

49880

26373

6.20 4-7

5.64 4-7

7.07 6-11

6.79 6-11

450 4-7

594  4-7

CRP

CRP

CRP

CRP

B

B

Involved in intracellular
protein transport.

Unknown. Potential
methyltransferase
activity.

Tricarboxylic acid cycle.
Mitochondrial

Maintains the
intracellular balance of
A and G nucleotides.

Nuclear protein involved
in cell proliferation.

Carrier protein for
platelet factor V/Va.
May play a role in the
storage and stabilization
of factor V in platelets.




Unc-112 related protein 2 Q86UX7 37756 5.62 4-7 B Probably involved in
15221 596 4-7 B cell adhesion. Contains
one PH domain.

Breast cancer associated Q86VV0 26373 594 4-7 B Implicated in cell

protein BRAP1 25955 5.80 4-7 B survival and

Or Or tumorigenesis.

Bridging integrator-2 QI9UKN4

Programmed cell death 6- Q8WUM4 89068 597 4-7 B May play a role in the

interacting protein © regulation of both
apoptosis and cell
proliferation.

Mps one binder kinase Q9H3T5 26174 5.63 4-7 CRP Possibly binds to a

activator-like 1B 24449 597 4-7 CRP protein kinase involved

(Mobl1A) in mitotic checkpoint

Or Or regulation.

Mob4A protein Q8IY23

HSPC159 protein Q9P005 15361 545 4-7 -2.95 Galactoside-binding

[Hematopoietic lectin.

stem/progenitor cells 159

protein]

YAN indicates SWISS-PROT accession number.

2D gel where the protein feature is present.

“fold change (CRP versus basal), a negative value indicates that the feature is expressed to a
higher extent in basal samples; B = Protein feature only present in basal gels, CRP = Feature
only present in CRP gels.

Dfunction either known or predicted by homology via SwissProt and NCBI.

®First time reported in platelets.





