| I | | | I | | | I | | | I | | | I | | | I

5 15 25 35 45 55 65 75 85 95 105
CBL.6 GAGAACAACC AGACTTCAAG GAAGAAGCTA TAGCTCCACT ATCAACACCC AAAGCTGAAG TTCTATTTAA ACTACTCCCT GAATTACCAC TAACACCTTC
CBL.8
CBL.10
CHL.4 .
CHL.5 -
CHL. 6 .
CHL.7 .
CHL.8 .
EL.5 .
EL.6 .
EL.7 .
EL.8
EL.10
U47075
U47073
U47071
U47069 -
U47067 -
U47065 -
U47063
U47061
U47076
U47074
U47072
U47070
U47068
U47066
U47064
U47062
CHLB
ELE
CH.1.3
CB
OMTai38
OMTai46
OMTai95
OMTail39
serow_AY149639

AACCTCCCCA

A.TC..T...

..TA..A.TT ATTAAGAG.C TC.CCAGTAT T..AT.A.CC . .A.TA.AAC

| I | | | I | | | I | | | I | | | I | | | I
205 215 225 235 245 255 265 275 285 295 305

CBL.6 CGCAACAACG CATGATGGAC GTAATATATG TTTAGTACAC AACCCATAAT CTTAACCCAT TAA-ATAGCA CGTAGACATA ATGTAACACA AGCGTGCTAC GTGCGTAGTA
CBL.8
CBL.10
CHL.4
CHL.5
CHL. 6
CHL.7
CHL.8
EL.5
EL.6
EL.7
EL.8
EL.10
U47075
U47073
U47071
U47069
U47067
U47065
U47063
U47061
U47076
U47074
U47072
U47070
U47068
U47066
U47064
U47062
CHLB
ELE
CH.1.3
CB
OMTai38
OMTai46
OMTai95
OMTail39
serow_AY149639

ACTAACTTC. C.CTC.ACA.

GA.A.AG.

.ATA..CC.

..TG.TGTAA ..CA.AC.TA .C.TGTACGT AG..CATT.A .TGGTT.CCC TCATG.GTG. A.GC.GGTAC ATA.ATAC.. . GA.A.AG..T

| | | I | | | I | | | I | | | I | |
115 125 135 145 155 165 175 185 195
TATTAATATA CCACTAAAAA CATTAAGAGC CTTCCCAGTA TCAAATCTAC CAAAACTTTC AATAATATAA CACTAATTTC CTACTCCACA

. .CAGTATAA TG.A.A.TGG .T.C.CA.GT ACGTGG.ACA T.ATT.TA.T .CACCTGAAT AGTACAT.G.
| | | I | | | I | | | I | | | I | |
315 325 335 345 355 365 375 385 395
AATATTAA-T ATTATAGTAC

CATTAAGTGG

CTTTCCCCAT

GCG-TATAAG

CATGTACATA

GTAACAAGGA

CATGATATGT

ATTAAATGAT

T.AC.CC...

I
-T.AGTCGA.
-T.AGTCGA.
-T.AGTCGA.
-T.AGTCGA.
-T.AGTCGA.
-T.AGTCGA.
-T.AGTCGA.
-T.AGTCGA.



| | | I | | | I | | | I | | | I | | | I | | | I | | | I | | | I | | | I | | | I
405 415 425 435 445 455 465 475 485 495 505 515 525 535 545 555 565 575 585 595
CBL.6 TGTCCTCCCG CATATAAGCA AGTACATTCG AATTCAGTGA TAGTACATAG TACATTCTAA TGTTTACTCG TACATGGCAC ATTCGAGTCA AA-TCAATTC TTGTCAACAT GCGTATCCCT TCCACTAGAT CACGAGCTTA ATTACCATGC CGCGTGAAAC CAGCAACCCG CTTGGCAGGG ATCCCTCTTC TCGCTCCGGG
CBL.7 e . . . e . . . . e e . .
CBL.8
CBL.10
CHL.4

G-A ..CCT.T.
..GG..A C.....A.A.

CTG..CA... ..
+.C..GT... ..

EL.10
U47075
U47073
U47071
U47069
U47067
U47065
U47063
U47061
U47076
U47074
U47072
U47070
U47068
U47066
U47064
U47062
CHLB
ELE
CH.1.3
CB
OMTai38
OMTai46
OMTai95
OMTail39
serow_AY149639

| | | I | | | I | | | I | | | I
605 625 635 655 665 675
CBL.6 CCCATTTCTT CTATTTAATG AACTTTATCA TCTTTCTTCA GGGCCATCTC ACCTAAAATC
CBL.7 e e e e
CBL.8 .
CBL.10 .
CHL.4

695 705 715 725 735 745 755 765 775 785 795
TCCTC-TTAA ATAAGACATC TCGATGGACT AATGGCTAAT CAGCCCATGC TCACACATAA CTGTGATGTC ATACATTTGG TA-TTTTTAA TTTTTTGGGG GATGCTTGGA

EL.10 .
U47075
U47073
U47071
U47069
U47067
U47065
U47063
U47061
U47076
U47074
U47072
U47070
U47068
U47066
U47064
U47062
CHLB

ELE
CH.1.3
CB
OMTai38
OMTai46
OMTai95
OMTail39
serow_AY149639 .

TTA.TAATGC CATCTTCCTC
TTA.TAATGC CATCTTCCTC
TTA.TAATGC CATCTTCCTC
TTA.TAATGC CATCTTCCTC
TTA.TAATGC CATCTTCCTC
TTA.TAATGC CATCTTCCTC
TTA.TAATGC CATCTTCCTC
TTA.TAATGC CATCTTCCTC




| | | I | | | I | | | I | | | I |

805 815 825 835 845 855 865 875 885
CBL.6 CTCAGCTATG GCC-GTCAAA GGCCCCGACT CGGAGCATAA ATTGTAGCTG GACTTAACTG CATCTTGAGC ACCCGCATAA TGGTAGGCGG
CBL.7
CBL.8
CBL.10
CHL.4
CHL.5
CHL.6
CHL.7
CHL.8
EL.5
EL.6
EL.7
EL.8
EL.10
U47075
U47073
U47071
U47069
U47067
U47065
U47063
U47061
U47076
U47074
U47072
U47070
U47068
U47066
U47064
U47062
CHLB
ELE
CH.1.3
CB
OMTai3s
OMTaid6
OMTai95
OMTail39
serow_AY149639

Erbbbl

BEibbERERER

BELbbibE

B
<]

| | | I | | | I | | | I | | | I |

1005 1015 1025 1035 1045 1055 1065 1075 1085
CBL.6 CACACTCATC CCTAGATATA AACCTAAATT TATCCTCTCT TCAATACTCA AATCTGCACT CCAACCAAGA TAGACATATA GGCACCTGGG
CBL.7
CBL.8
CBL.10
CHL.4
CHL.5
CHL.6
CHL.7
CHL.8
EL.5
EL.6
EL.7
EL.8
EL.10
U47075
U47073
U47071
U47069
U47067
U47065
U47063
U47061
U47076
U47074
U47072
U47070
U47068
U47066
U47064
U47062
CHLB
ELE
CH.1.3
CB
OMTai3s
OMTaid6
OMTai95
OMTail39
serow_AY149639

| I
895
GGACATCATA

1095
TCTTCCCCAT

| I
915
CACAGGACAT

1115
TAATGTAGCT

|
925
ACTTGTTATA

LACCA...C.
....A.C...

| I
935
TATGCTCTT-

CTATGCAC.C

|
945
-ceTaccece

| I
955
TCCTATCTTC

|
965
cereecce- -

| I
975
TCCCCTTTTA

|
985
-TATTTACAT

| I
995
CCATTCTTAA






