
Figure 6.  Boxplots of covariates when only one representative from each gene family is

used.  This reduced the number of monoallelic genes from 33 to 14.  B, Biallelically

expressed genes, I, imprinted genes, RM, random monoallelic genes, S, random sampling

of 150 genes.  P values are determined by the Kruskal-Wallis test comparing B, I, and

RM genes.  The P values were larger, but still greater than 0.05 for most covariates,

including all of the most important covariates, when single representatives from each

gene family from only one individual species were considered.  For example: %LINE-1,


