Supplemental Data Table 1: Affymetrix ID, Gene Title, Gene Symbol, and the averages for all RMA normalized values

Gene Gene Title P6 B6 P10B6 Pl14Be6e P17B6 P21B6 P6RD PIORD Pi14RD P17RD P21RD
Symbol Average Average Average Average Average Average Average Average Average Average

signal transducer and activator of

Stat3 transcription 3 8.8057 8.8479 8.8023 9.0372 9.1331 8.9547 9.1223 9.2123 9.0325 9.2248
Cd180 CD180 antigen 4.3027 4.1725 4.3477 4.1712 4.4751 4.2835 4.2230 4.2397 4.4258 4.3263
Irfl interferon regulatory factor 1 6.9920 7.0747 7.1842 7.0342 7.0078 7.0199 7.2171 7.2933 7.5093 7.4124
Prked protein kinase C, delta 7.1852 7.2229 7.1334 7.0718 7.2053 7.2597 7.1977 7.3310 7.3045 7.2314
Fegrl Fc receptor, IgG, high affinity I 5.9583 5.8958 5.9281 5.8830 5.9273 6.0908 6.0721 6.4205 6.0942 6.0757

Map2k3 mitogen activated protein kinase kinase 3~ 7.5262 7.3622 7.4294 7.4307 7.5818 7.5485 7.5079 7.6922 7.6133 7.6688

adaptor-related protein complex 3, delta 1

Ap3dl A 95136  9.4626  9.1222 95305  9.4612 95422  9.6060  9.6649  9.7744  9.7936
Dbnl drebrin-like 9.0665 89701 88335 88507 88262 91720  9.0298 89574  9.1115  8.9672
Hmgb3 high mobility group box 3 11.0380 10.5187 10.0389 9.3855  9.1529  10.8876 10.4985 9.9210  9.9780  9.5784
cdidi CD1d1 antigen 73958 59330 51418 51059 50060 69888 56810 55722 59021  5.7119
Pegfd polycomb group ring finger 4 10.3148 10.2407 9.8675 10.0258  9.8320  10.1260 10.1502  9.5905  9.8069  9.8704
Cdknla cyclin-dependent kinase inhibitor 1A (P21)  7.6918  7.6152  7.6893  7.4376  7.2925  7.9280 7.8178  7.9417  7.7039  7.7162
Lyzs lysozyme 54493 53441 50721 45228 49026 53943  6.0427 69584 54767  5.0044
Racl RAS-related C3 botulinum substrate 1 112526 112713  11.0672 11.1060 10.9979 11.2343 11.3430 11.3571 11.5060  11.4747
Clqa complement component 1,4 74530 7.9485  7.7444 71021 74594 74795 85253  9.6869  8.1296  8.0348
subcomponent, alpha polypeptide
Clqg complement component 1,4 8.8933 92189  9.1213 85728 86612 88817 97392 107275 95942  9.2271
subcomponent, gamma polypeptide
Clgb complement component 1, q 6.9072 71890  7.0321 5.9982 63149  6.6597 79016 92660  7.7993  7.3454
subcomponent, beta polypeptide
Ly86 lymphocyte antigen 86 6.7781  7.0758 69831  6.7089  6.6532  6.6548 7.2143 81769 75152  7.2451
Tnfsf12 tumot necrosi factor (lgand) superfomily’ g 2365 85759  9.1893  9.8117 98173  8.0988 88750 86766 84332 83451
Cxcl12 chemokine (C-X-C motif) ligand 12 47311 45860 4.6268  4.8369 50129 47142 47301 50152 49561  5.4458
Impdh1 inosine 5'-phosphate dehydrogenase 1 9.4381 9.6599 9.7250  10.0900 10.6221 9.4228 10.0536  9.1687 8.5362 8.5184
Pla2g7 phospholipase A2, group VI (platelet- - 9005 g 4897 84960 87320  8.6230 77489 82530  7.3038  7.1040  6.9798

activating factor acetylhydrolase, plasma)

Lpinl lipin 1 8.2062 8.1671 7.8931 8.7952 8.6750 8.2138 8.6013 8.0026 8.1512 8.1029
Stabl stabilin 1 6.5094 6.6632 6.3910 6.3269 6.3826 6.6268 6.6240 6.7299 6.2879 6.2538
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