
overall layout of the disorder classes and the overall position of diseases remain largely unaltered. 

Next we perform the analysis analogous to that shown in Fig. 4. The overall behavior that i) the 

essential genes likely encode hubs whereas the non-essential disease genes are not particularly 

associated with hubs and ii) the highly coexpressed genes are depleted with the disease genes while 

enriched with essential genes is also manifest clearly (Fig. S8). Overall, the main findings of the 

current study are robust to the extension of the dataset which both increases the coverage and 

introduces potential errors. 

Figure S7. Layout of the HDN with the extended dataset. HDN with the extended dataset consists of 

944 disorders with at least one link to other disorders and 576 disorders form the giant component. 
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