
DR2a3        1 ~~~~~~~MTSGALLVCLLLCGVDVGWSGRVLVMPGEYSHWHNMRAIIEALVDRNHSVTVL 
DR2a4        1 ~~~~~~~MTSGTLLVCLLLCGVDVGWSGRVLVMPGEYSHWHNMRAIVEALVDRNHSVTVL 
DR2a2        1 ~~~MMKCLLKPSPLVLIFI..FSFTHAGNVLVLPGEYSHWQNMRNVVDELLNRNHTVTVL 
MMs2a1       1 ~~~~~~~MLKNILLCSLQISLLGMSLGGNVLIWPMEGSHWLNVKIIIDELLRKEHNVTVL 
RN2a1        1 ~~~~~~~MLKNILLWSLQLSLLGMSLGGNVLIWPMEGSHWLNVKIIIDELLRKEHNVTVL 
PT2a1        1 ~~~~~~MLN.NLLLFSLQISLIGTTLGGNVLIWPMEGSHWLNVKIIIDELIKKEHNVTVL 
HS2a1        1 ~~~~~~MLN.NLLLFSLQISLIGTTLGGNVLIWPMEGSHWLNVKIIIDELIKKEHNVTVL 
MMa2a1       1 ~~~~~~MLN.NLLLFSLQISLIGTTLGGNVLIWPMEGSHWLNVKIIIDELIKKEHNVTVL 
CF2a1        1 ~~~~~~MLNKNILLLSLKISLLGITLGGNVLIWPMEGSHWLNIKIIIDELIKKEHNVTVL 
PT2a2        1 ~~~~~~MPKKFVQMLVFNLTLTEVVLSGNVLIWPTDGSHWLNIKIILEELIQRNHNVTVL 
HS2a2        1 ~~~~~~MPKKFVQMLVFNLTLTEVVLSGNVLIWPTDGSHWLNIKIILEELIQRNHNVTVL 
MMa2a2       1 ~~~~~~MPKKFVQMLVFNLTLTEIALSGNVLIWPTDGSHWLNIKIILEELIQRNHNVTVL 
CF2a2        1 ~~~~~~MPKKFVQLLVFNLTLTEIVLSGNVLIWPTDGSHWLNIKIILEELIQRNHNVTVL 
MMs2a2       1 ~~~~~~MIKKVLQLLIFHLTLAEIVLSGNVVVWPTDGSHWLNIKILLEELVQRNHSVTVL 
RN2a2        1 ~~~~~~MIKKVLQLLIFPLALTEIVLSGNVVIWPSDGSHWLNIKILLEELVQRNHSVTVL 
DR2a1        1 MSPRGSTGVFLLLALLLNQNLLCVS.GGKILVWPAEFSHWLNIKVILDVLIERGHNITVV 
Signal peptide ———————————————————————————                                  
 
DR2a3       54 VGSSSPTVPHTQ.KARFDYHVFKVNMDKEEADAVWSDFIYLWMNE..TATKYETVSH.IF 
DR2a4       54 VSSSSPTVPHTQ.KERFDYHVFKVNMDKEEAKVIWSDFTHLWMKE..TDSKLERGFL.IW 
DR2a2       56 VCSASPTINFTQ.QERFQYLVFEVPLSAQELDGASEELIHIWTQH.PSPNRLQTALQ.II 
MMs2a1      54 VASGALFITPSSISPSLTFEIYPVPFGKEKIESVIKDFVLTWLENRPSPSTIWTFYKEMA 
RN2a1       54 VASGALFITP.SVSPSLTFEIYPVPFGKEKIESVIKDFVLTWLENRPSPSTIWTFYKEMA 
PT2a1       54 VASGALFITPTS.NPSLTFEIYKVPFGKERIEGVIKDFVLTWLENRPSPSTIWRFYQEMA 
HS2a1       54 VASGALFITPTS.NPSLTFEIYRVPFGKERIEGVIKDFVLTWLENRPSPSTIWRFYQEMA 
MMa2a1      54 VASGALFITPTS.NSSLTFEIYKVPFGKERIEGVINDIVLTWLENRPSPSTIWRFYQKMA 
CF2a1       55 VASGALFITPTF.NPSLTFEIYKVPFDKGRVEGIIKEFVLTWMENRPSPSTIWRFYQEMA 
PT2a2       55 ASSATLFIN.SNPDSPVNFEVIPVSYKKSNIDSLIEHMIMLWIDHRPTPLTIWAFYKELG 
HS2a2       55 ASSATLFIN.SNPDSPVNFEVIPVSYKKSNIDSLIEHMIMLWIDHRPTPLTIWAFYKELG 
MMa2a2      55 ASSATLFIN.SNPDSPVNFEVIPVSYKKSNVDSLIEHMIMLWIDHRPTPLTIWAFYKELG 
CF2a2       55 ASSTTLFIN.SNPDSSVNFEVIPVSFTNDNLDSLIEHMIMLWIDHRPTPLTLWSFYKELG 
MMs2a2      55 APSETLFIN.SRLDAFINFEEIPVSYTKSKIDEIIEHMIALWLDHRPTPLTMWTFYKELG 
RN2a2       55 AASETLFIN.SSPDAFISFEEIPVSYTRSKIDEMIEHMIALWLDHRPTPLTMWAFYKELG 
DR2a1       60 THTATPSV.QTTPSAGYNAEILQVPYTKQEIVDNLERMLKYWTHDLPNDNIITASLK.IH 
 
 
DR2a3      110 QVMSRFMTLTDEVCKGMF.NEDLLQMLRESHYNVLFSDPMMPCSDLMAQTLNIPLVLSLR 
DR2a4      110 RVMSNFRRLAADVCRSLLQNDDLLQMLGESHYDVLFSDPMMPCSDLMAQTLNIPQVISLR 
DR2a2      113 ELLGRVRVMHRAMCDSMLRNDALIGQLSALKFDVLFNDPMFMCADLLAEMLDLPLVLSVR 
MMs2a1     114 KVIEEFHLVSRGICDGVLKNEKLMSKLQKEKFEVLLSDPVFPCGDIVALKLGIPFIYSLR 
RN2a1      113 KVIEEFHLVSRGICDGVLKNEKLMTKLQRGKFEVLLSDPVFPCGDIVALKLGIPFIYSLR 
PT2a1      113 KVIKDFHMVSQEICDGVLKNQQLMEKLKKSKFEVLVSDPVFPCGDIVALKLGIPFMYSLR 
HS2a1      113 KVIKDFHMVSQEICDGVLKNQQLMAKLKKSKFEVLVSDPVFPCGDIVALKLGIPFMYSLR 
MMa2a1     113 KAIKNFHIVSREICDGVLKNQQLMEKLKKSKFEVLVSDPVFPCGDIVALKLGIPFMYSLR 
CF2a1      114 KVIKNFHMLSREICDGVLKNQKLMDKLKKSKFEVLISDPVFPCGDIVALKLGVPFMYSLR 
PT2a2      114 KLLDTFFQINIQLCDGVLKNPKLMARLQKGGFDVLVADPVTICGDLVALKLGIPFMYTLR 
HS2a2      114 KLLDTFFQINIQLCDGVLKNPKLMARLQKGGFDVLVADPVTICGDLVALKLGIPFMYTLR 
MMa2a2     114 NLLDTFFQINMQICDGVLNNPKLMERLQKGGFEVLVADPVTICGDLIALKLGIPFVYTLR 
CF2a2      114 KLLDTFFRINIQICDGVLSNPKLMARLQKRGFDVLVADPVTICGDLVALKLGIPFVYTLR 
MMs2a2     114 NLLATFYTTNKQMCDGVLNNPTVMERLQKGGFDVLLADPVTMCGELVALKLGIPFVYTLR 
RN2a2      114 KLFAAFYKINKQICDGVLKNATLMARLQKGGFDVLISDPVTMCGELVALKLGIPFVYTLR 
DR2a1      118 EMITTATAQNKITCNALFSRAELLEKWKMEKFDVILADPLYICGEILAQKLDIPLIFSLR 
 
 
DR2a3      169 ATFAYSFERMCGQMPAPPSYVPAASLRDYLTDRMSFMERVENMLLYFSHDVFFKLYMMFTFDRIYTEIR 
DR2a4      170 LTFAYTFERMCGQMPAPPSYVPAVALTDHLTDRMSFMERVENMLLYFIHTTVFRLNTMLTVDRLYTEIR 
DR2a2      173 ISPGFCLERMCGQMPAPPSFVPIT..QTVLTDRMCFMERVQNMIANIVFSVSFYIVAWISLDSYYTDVL 
MMs2a1     174 FSPASTVEKHCGKVPFPPSYVPAIL..SELTDQMSFTDRVRNFISYRMQDYMFETLWK.QWDSYYTKAL 
RN2a1      173 FSPASTVEKHCGKVPFPPSYVPAIL..SELTDQMSFADRVRNFISYRMQDYMFETLWK.QWDSYYSKAL 
PT2a1      173 FSPASTVEKHCGKVPYPPSYVPAVL..SELTDQMSFTDRIRNFISYHLQDYMFETLWK.SWDSYYSKAL 
HS2a1      173 FSPASTVEKHCGKVPYPPSYVPAVL..SELTDQMSFTDRIRNFISYHLQDYMFETLWK.SWDSYYSKAL 
MMa2a1     173 FSPASTVEKHCGKVPYPPSYVPAVL..SELTDQMSFTDRIRNFISYHLQDYMFETLWK.SWDSYYSKAL 
CF2a1      174 FSPASTVEKHCGKVPFPPSYVPAIL..SELTDQMSFTDRVRNFISYSLQDYMFDTLWK.SWDSYYSKAL 
PT2a2      174 FSPASTVERHCGKIPAPVSYVPAAL..SELTDQMTFGERIKNTISYSLQDYIFQSYWG.EWNSYYSKIL 
HS2a2      174 FSPASTVERHCGKIPAPVSYVPAAL..SELTDQMTFGERIKNTISYSLQDYIFQSYWG.EWNSYYSKIL 
MMa2a2     174 FSPASTVERHCGKIPAPVSYVPAAL..SELTDQMTFGERIKNMISYSLQDYIFQSYWG.EWNSYYSKIL 
CF2a2      174 FSPASTVERHCGKIPAPASYVPAAL..SELTDQMTFGERVKNTISYPLQDYIFQSYWG.EWNSYYSKVL 
MMs2a2     174 FSPAFTVERHCGKIPAPISYVPAAL..SELTDQMSFGERVKNIISYSLQDYIFKTYWG.EWNSYYSKVL 
RN2a2      174 FSPAFTVERHCGKIPTPVSYVPAAL..SELTDQMTFGERVKNTISYSLQDYIFKSYWG.EWNSYYSRVL 
DR2a1      178 FTFGNTLERLCGQMPAPPSYVPAVA..SEKTDQMDFIDRLKNYLFYGMQDFLFYLVTKFKWDHYYSEVL 
 


