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RPTTLCETMGKAE IWLMRTYWDFEFPRPYLPNFEFVGGLHCKPAKPLPKEMEEFVQIISGE
RPTTLCETMGKAE IWLMRTYWDFEFPRPYLPNFEFVGGLHCKPAKPLPKEMEEFVQISGE
RPTTLCE[JVGKAE IWL IRTYWDFEFPRPYLPNFEFVGGLHCKPAKPLPKEMEEFVQSSGE|
RPTTLCETMGKAEIWLIRTYWDFEFPRPYLPNFEFVGGLHCKPAKPLPKEMEEFEQSSG[Y

RPTTLCETMGKAEIWLIRTYWDFEFPRPYLPNFEFVGGLHCKPAKPLPKEMEEFEQSSG[S
RPTTLCETGKAE IWL IRTYWDFENPEPYSPNFEFVGGLHCKPAKPLPKEMENFVQSSGE]
KPTTMCETMGKABIWL I1RTYWDFEYPRPHEEPNFINFVGGLHCKPAKPLEKEMEEFVQSSGD

FGIl|VVFSLGSMVKNLTBEKANL IASALAQ I PQKVLWRYKGKLUPE TLGSNTRLEDW I PQND
[ GVVVFSLGSMVKNLTEEKANL IASALAQ I PQKVLWRYKGKJPATLGSNTRLEDW IPQND
DGVVVFSLGSMVKNLTBEKANL IASALAQ I PQKVLWRYKGNKPATLGENTRLYDWIPQND
DGVVVFSLGSMVKNLTEEKANL IASALAQIPQKVLWRYKGKKPATLGENT@LEDW 1 PQND|
NGVVVFSLGSMVKNLTEEKANL TASALAQIPQKVLWRYKGKKPATLGENT@LEDW 1 PQND|
DGIVVFSLGSHEFONVYTEEKANE I ASALAQ I PQKVLWRYKGKKPSTLGENTRLYDW I PQND
§GVVVFSLGSMEKNLTSERANI I AAALGQ I PQKVMWRYSIGKIIP[STLA

LLGHPKTRAFITHGGTNGI'YEA1YHGEPMVGVPMFADQPDN I AHMKAKGAAVEVNMNTMT
LLGHPKTRAFITHGGTNGI'YEA1YHGEPMVGVPMFADQPDN I AHMKAKGAAVEVNMNTMT
LLGHPKTKAFITHGGTNGIYEA1YHGVPMVGVPMFADQPDN I AHMKAKGAAVEVNENTMT
LLGHPKTKAFITHGGTNGIYEA1YHGVPMVGIEPMFADQPDN I AHMKAKGAAVEVNENTMT
LLGHPKTKAFITHGGTNGI'YEA1YHGVPMVGVPMFADQPDN I AHMKAKGAAVEVNENTMT
LLGHPETKAF 1 THGGINGMYEA 1 YHGVPMVGVPEFEDQPDN I AHMKAKGAAVEIN[FETMT]
LLGHPKTKAFITHGGTNGEYEA1YHGVPMVGEPEFADQPDNE{ERHMKIKGAAVIYEDENT S

SEDLLIVALRTV INEPSYKENAMRLSR IHHDQPVKPLDRAVFW I EFVMRHKGAKHLRVAAH
SIADL LSAURAV | NEPFYKENAMRLSR IHHDQPVKPLDRAVFW I EFVMRHKGAKHLRVAAH
SIDLLEALRTV INEPSYKENARLSR IHHDQPVKPLDRAVFW I EFVMRHKGAKHL RGASH
SYDLLEALRTV INEPSYKENAMRLSR IHHDQPVKPLDRAVFW 1 EFVMRHKGAKHLRVAAH
SYDLLEALRTV INEPSYKENAMRLSR IHHDQPVKPLDRAVFW I EFVMRHKGAKHLRVAAH
SEDLLEFAURTV IPBESYKENAMRLSR IHHDQEVKPLDRAVFW I EFVMRHKGAKHLREAAH
SEOLYALKTVENYPSYKEFIMRL SR 1 HHDQPHMKPLDSAVEW 1| EFVMRIKGAKHLRVEAH

DLSWFQYHSLDV 1GFLLACHIASA 1[BLVIKCCLAYEQKMIEK TGKKNKRD
DLTWFQYHSLDV IGFLLACVATAIFLVYKCCLFSCRKAFNKAGKKKKRE]

DLEWFQEHSHDV IAFLLACVATAI FLEIRCEL FSCONMFNK TRKIEKRE g
SO 1 TR 1 gAY TClEL FRECVRIQIHPERINT K SKKE




