Additional file 20. Alignment of the baboon (b) UGT1 variable sequences with those of the

UGT71G1
Ugt71gl 1 MSMSD INKNSEL I FIPAPG IGHLASALEFAKLLTNHDKNLY
bal0 1 MAHTRCTSPVPLCLCLLLTCG. . . FAEAGKLLVVP .MDGSHWFTMQSVVEKL ILRGHEVV
ba8 1 MARTRWTSPVLLCVSLLLTCG. . .FAEAGKLLVVP .MDGSHWFTMQSVVEKL ILRGHEVV
ba7 1 MACAGWTGLLPLSVCLLLTCG. . .FAEAGKLLVVP .MDGSHWFTMRSVVEKL ILRGHEVV
ba9 1 MTRTGWSSPLPLCVCLLLACG. . .FAEAGKLLVVP .MDGSHWFSMRSVVEKL I LRGHEVV
ba5a 1 MATGLQVSLPQLATGLLLLLSVQPWVESGKVLVVP . TDGSHWLSMQDAVRELHARGHQVV
ba5b 1 MATGLQVFLPQLATGLLLLLSVQPWAESGKVLVVP .ADGSHWLSMREAVRELHARGHQAV
ba4 1 MATGLQVSLPQLATGLLLLLSVQPWAESGKVLVVP . TDGSHWLSMREAVRELHARGHQAV
ba2 1 MATGPQVPLLWLATGLLLLLSVQPWAESGKVLVVP . IDGSHWLSMREAVRELHARGHQAV
bal 1 MAVESQGRHP.LVLGLLLCVLGPVLCHAGKMLLIP.VDGSHWLSMLGAIQQLQQRGHEIV
ba6 1 MACLLRA.FQRISAGVFF.LALWGMVVGDKLLVIP.QDGSHWLSMKDIVEVLSDRGHDI1V
Ugt71lgl 42 1TVFCIKFPGMPFADSY IKSVLASQPQIQLIDLPEVEPPPQELLKSPEFYILTFLESLIP
bal0 57 VWMPEV..... SWQLGRPLNCTV. .KTYSTSYTLE. .. .. DLDREFMTFAQAQWKAQIQ.
ba8 57 VWMPEV..... SWQLGRSLNCTV. .KTYSTSYTLE. .. .. DLDREFMTFAHAQWKAQLR .
ba7 57 VMPEV.. ... SWQLGRSLNCTV. .KTYSTSYTLE. .. .. DQDREFMAFAQAQWKAPLR .
ba9 57 WIPKV..... SWQLGRSLNCTV. .KTYSTSYTLE. . ... VLDREFKAFAQAQWKAQVQ.
ba5a 60 VLSPEV..... NMHIKEENFFTL. . TTYAVPWTQD. . ... EFDRFLLGHSQSFFETEHLL
ba5b 60 VLTPEV..... NMHIKEENFFTL. . TTYAISWTQD. . ... EYDHLLLGHTQSFFETEHLL
ba4 60 VLTPEV..... NMHIKEENFFTL. . TTYAIPWTQD. . ... EFDRLVLGHTQWFFETEHLL
ba2 60 VLTPEV..... KMHIKEDNFFTL. . TTYAIPWTQD. . ... EFDRLVLGHTQLYFETEHFL
bal 59 VLAPDA..... SLYIREGAFYTL. .KTYPVPFQRE. . . .. DVKESFVSLGHNVFENDSFL
ba6 58 VWPEV..... NLLLKESKYYTR. .K1YPVPYDQE. . ... EMKNRYQLFGNNHFAERSFL
Ugt71gl 102 HVKATIKTILSNK. . . oo a o VVGLVLDFFCVSMIDVGNEFGI
bal0 104 SIFSLFLSSSSGFFDLVFSHCRSLFNDQKLVEYLKESSFDAVFLDPFDICGL IVAKYFSL
ba8 104 SFFSLFLSSSNGFFDLFFSHCRSLFNDQKLVEYLKESSFDAVFLDPFDACGL IVAKYFSL
ba7 104 SAFSLLTSSSNGIFDLFFSNCRSLFKDKKLVEYLKESSFDAVFLDPFDGCGL ILAKYLSL
ba9 104 SIFSLLMSSYNDIFDLFFSNCRSLFKDKKLVEYLKESSFDAVFLDPFDTCGL IVAKYLSL
ba5a 108 MRFSRSMAIMNNISLIIHRSCVELLHNEAL IRHLNATSFDVVLTDPFHLCGAVLAKYLSI
ba5b 108 MRFSRSMAVMNNMSL I IHRSCVELLHNEAL IRHLNATSFDVVLTDPFHLCGAVLAKYLSI
ba4 108 KRYSRSMAIMNNMSLVFHRSCVELLHNEAL IRHLNATSFDVVLTDPVNLCGVVLAKYLSI
ba2 108 KTFSKSMAILKNMSLVFHRSCVELLHNETLMRHLNATSFDVVLIDPI1YLCGVVLAKYLSI
bal 107 RRVIKTYKKIKKDSAMLLSGCSHLLHNKELMVSLAESSFDVMLTDPFLPCGP IVAQYLSL
ba6 106 TAPQTEYRNNMVVIGMYFINCQSLLQDVDTLNFLKESKFDALFTDPALPCGVILAEYLGL
ugt71gl 137 PSYLFLTSNVGFLSLMLSLKNRQIEEVFDDSDRDHQLLNIPGISNQVPSNVLPDACFNKD
bal0 164 PSVVFARGIFCHYLEEGAQCPAPLSYVPRELLGFSDAMTFKERVWNHV IHLEEHLFCKFI
ba8 164 PSVVFARGIACHYLEEGAQCPAPLSYVPRILLGFSDAMTFKERVWNHVMHLEDHLFCKYF
ba7 164 PSVVFARGTFCHYLEEGAQCPAPLSY IPRGLLGFSDAMTFKERVWNHITHLEEHLFCPYF
ba9 164 PSVVFARGIFCHYLEEGAQCPAPLSYVPRILLGFSDAMTFKERVRNHIMHLEERLLCHRF
ba5a 168 PTVFFLRNILCDLDFKGTQCPNPYSY IPKFLTTNSDHMTFLQRVKNMLYPLALSYICDTV
ba5b 168 PAVFFLRNIPCDLDFKGTQCPNPYSY IPKFLTANSDHMTFLQRVKNMLYPVALSY ICHAV
ba4 168 PAVFFLRNIPCDLDFKGTQCPNPYSY IPKLLTTNSDHMTFLQRVKNMLYPLALSY ICDAV
ba2 168 PAVFFLRNIPCDLDFKGTQCPNPYSY IPKLLTTNSDHMTFLQRVKNMLYPLALSY ICDAL
bal 167 PTVFFLNALPCSLEFEATQCPNPFSYVPRPLSAHSDHMTFLQRVKNML IAFSQNFLCDVV
ba6 166 PSVYLFRGFPCSLEHTFSRSPNPVSY IPRCYTKFSDHMTFPQRVANFLVNLLEPYLFYCL
Ugt71gl 197 GGYIAYYKLAERFRDTKGIIVNTFSDLEQSSIDALYDHDEK. IPPIYAVGPLLDLKGQPNPK
bal0 224 FKSALEIASEILQTPVTEYDLYSHTSIWLLRTDFVLDPPKPVMPNMVFI1GGINCHQGKPLPK
ba8 224 FKNALEIASEILQTPVTEYDLYSHTSIWLLRTDIVLDYPKPVMPNMVF1GGINCHQGKPVPM
ba7 224 LKNVLEIASEILQTSVTAYDLYSHTSIWLLRTDFVLDYPKPVMPNMVF1GGINCHQGKPVPM
ba9 224 FKSALEIASEILQTPVTVYDLHRQISIWLLRTDFVLDYPKPVMPNMVF1GGINCHQGKPLPM
bab5a 228 SVPYASLASELFQREVSVVDLLSHASVWLFRSDFVMDYPRP IMPNMVF1GGINCANRKPLSQ
ba5b 228 SVPYASLASELFQREVSVVDLLSHASVWLFRSDFVMDYPRP IMPNMVF1GGINCANRKPLSQ
ba4 228 SVPYASLASELFQREVSVVDLLSHASVWLFRSDFVMDYPRP IMPNMVF1GGINCANRKPLSR
ba2 228 SAPYASLASELFQREVSVVDLLSHASVWLFRGDFVMDYPRP IMPNMVF1GGINCANRKPLSQ
bal 227 YSPYATLASEFLQREVTVQNLLSSASVWLLRSDFVKDYPRP IMPNMAF1GGINCLHQSPLSQ
ba6 226 FSKYDELASAVLKRDVDVITLYQKVSVWLLRYDFVLEYPRPVMPNMVFIGGTNCKKRKDLSE



