Additional file 21. Alignment of the dog (d) UGT1 variable sequences with those of the UGT71G1
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MSMSD INKNSEL I FIPAPGIGHLASALEFAKLLTNHDKNLY1

MAATILTGFPLLC. .VCLLLTSGFAEAGKLLVVP.
MAATILTGFPLLC. .VCLLLTSGFAEAGKLLVVP.
MAATILTGFPLLC. .VCLLLTSGFAEAGKLLVVP.
-MDGSHWFTMRLVVEQL 1QRGHELVL
MAATILTGFPLLC. .VCLLLTSGFAEAGKLLVVP.
MAAGFLAPLPVLTGLLLILCDGRWVEGGRVLVVP.

MAATILTGFPLLC. .VCLLLTSGFAEAGKLLVVP

MAAGFLAPLPVLTGLLLILCVGRWVEGGKVLVVP

MDGSHWFTMRLVVEQL IQRGHELVL
MDGSHWFTMRLVVEQL IQRGHELVL
MDGSHWFTMRLVVEQL IQRGHELVL

MDGSHWFTMRLVVEQL 1QRGHELVL
MDGSHWLSMKKAVQKLHARGHQMVV

-MDGSHWLSMKKAVQKLHARGHQMVV
MAAGFLAPLPVLTGLLLILCVGRWVEGGKVLVVP.
MAAEAPGPRPLVLGLLLCALSAPVSQGGKLLLIP.
~~~~~ MARLLHLFQKVFFLMLWGEAVGDKLLVVP .

LDGSHWLSMKKAVQKLHARGHQMVV
VDGSHWLSMLGVVKQLHQRGHEVVV
QDGSHWLSMENIVELLSEKGHDIVV

TVFCIKFPGMPFADSY IKSVLASQPQIQL IDLPEVEPPPQELLKSPEFY ILTFLESLIPH

IIPEV..... SWQLGKSSNFTV. .KTYSTTYNLE. . . . .ELNQKFKTFSDSQWNIRQQ.S
IIPEV..... SWQLGKSSNFTV. .KTYSTAYNLE. . . . .ELNQMFKTFSDSHWNIRQQ-S
IIPEV..... SWQLGKSSNFTV. .KTYSTTYNLE. . . . .ELNQMFKNFSDSHWNIRQQ-S
1IPEV.. ... SWQLGKSSNFTV. .KTYSTTYNLE. . . . .ELNOMFKNFSYSQWKTQQQ-S
1IPEV.. ... SWQLGKSSNFTV. .KTYSTTYNLE. . . . .ELNOQMFKNFSYSQWKTQQQ-S
VSPES. . ... NMHIKEEDFFTL . . TTYATPYTQE. . . . .EFDNFMLGQSYLVFQRMSFLK
VSPES. .. .. NMHIKEEDFFTL. . TTYATPYTQE. . . . .EFDRILLGQSYLVFERMPFLK
VSPES. .... NMHIKEEDFFTL. . TTYAPPYTRE. . . . .EYDRVLLGQRYQVFERVSFLK
IASEA. .. .. SVYIKGAAFYTL . .KRYPVPFRRE. . . . .DVEATFTSLGRGVFENVPLLR
LVPEV. .. .. NLLLKESKHYTR. .QI'YSVPFGQE. . . . .ELENRYRSFGKNHFAERWLLN

VKATIKTILSNK . - o e -

- - VVGLVLDFFCVSMIDVGNEFGIP

Ugt71gl 103

dall 105
da9 105
dal0 105
da8 105
da7 105
da2 108
da3 108
da4 108
dal 108
da6 103
Ugt71lgl 138
dall 165
da9 165
dalo 165
da8 165
da7 165
da2 168
da3 168
dad 168
dal 168
da6 163
Ugt71gl 198
dall 225
da9 225
dalo 225
da8 225
da7 225
da2 228
da3 228
dad 228
dal 228
da6 223

ILSMVLNSSSDFFEHLFLHCKNLFSDPKLVEY IKESSFDAVFLDPFDVCGL IVAKYFSLP
LLTMFFDSSSD I FEHLFLHCKNLFRDTTLIEY IKESSFDAVFLDPFDMCGL IVANYFSLP
LLTMFFDSSSD I FEHLFLHCKNLFSDPKLVEY IKESSFDAVFLDPFDVCGL IVAKYFSLP
SLFLVLSPLKDSLEHLFLHCKNLFSDPKLVEY IKESSFDAVFLDPFDVCGL IVAKYFSLP
SLFLVLSPLKDSLEHLFLHCKNLFSDPKLVEY IKESSFDAVFLDPFDVCGL IVAKYFSLP
TFLKTMEGLKTATL 1FQRSCESLMHNKNL IRHLNASSFDVLLTDPVYPCGAILARYLSLP
TFLKTMEALKAAAL 1 FQRSCESLMHNKNL IRHLNASSFDVLLTDPVYPCGAILARYLSLP
RLLKTVERLKTVTSFYQRSCEGLLHNKNL IRHLNASSFDVVLTDPVHPCGAILARYLSLP
RVIKTYKKVKEDSALLLSACSHLLHNKELMASLAESSFDAVLTDPFLPCGP IVALYLALP
AAQMEYRNSMIVIDMYFTNCQSLLEDSATLSVLRQSKFDALFTDPALPCGV ILAEYLGLP

SYLFLTSNVGFLSLMLSLKNRQIEEVFDDSDRDHQLLNIPGISNQVPSNVLPDACFNKDG
SVWFTRGLFCHFLEESTQCPSPPSYVPRIFLGFPDAMSFRERVRNH I SHLEEHLFCHYFL
SVVFTRGLFCHFLEESTQCPSPPSYVPR I FLGFPDAMSFRERVWNH I SHLEEHLFCHYFF
SVGFTRRLYCHYLEEATQCPSSPSYVPRPFS I LSDVMSFRERVRNH I FHLEEHLFCHYFL
SVGFTRRLYCHYLEEATQCPSSPSYVPRPFSILSDVMSFRERVRNH I FHLEEHLFCHYFL
SVVFTRGLFCHFFEESTQCPSPLSYVPRPFSMLSDAMSFRERVRNH I FHLEEHLFCHYFL
SVFFLRNIPCDLESESTQCPNPSSY IPRLLTRNSDHMTFLQRVKNMLYPLALKYFCHFSF
SVFFLRNIPCDLDSEGTQCPNPSSY IPRLLTRNSDHMTFLQRVKNMLYPLALKY ICHVSF
SVFFLRNIPCDLDSEGTQCPNPSSY IPRLLTRNSDHMTFLQRVKNMLYPLALKY ICHFSF
AVFFLHALPCSLDFQGTQCPNPPSYVPRALSLNSDHMTFLQRVKNML I FLSESFLCNVVY
SVYLFRGFPCSLEHT I SRSPNPVSY IPRCYTQFSDKMTFPQRVGNYLVNYLETYLFYCLY

GYITAYYKLAERFRDTKGI IVNTFSDLEQSS IDALYDHDEK . 1PP1YAVGPLLDLKGQPNPK
KTALEVASEILQTAVTPYDLYSHTSIWLLRTDFVFDYPKPVMPNMVF I GG INCQEGKPLPK
KTPLEVASEILQTAVTPYDLYSHTSIWLLRADFVFDYPKPVMPNMVF1GGINCQEGKPLPK
KTALEVASEILQKAVTPYDLYSHMSIWLLRTDFVFDYPKPVMPNMVF1GG INCQEGKPLPK
KTALEVASE ILQKAVTPYDLYSHMS IWLLRTDFVFDYPKPVMPNMVF 1GG INCQEGKPLPK
KTPLEVASEILQTAVTPYDLYSHTSIWLLRADFVLDYPKPVMPNMVFI1GGINCQEGKTLPK
TPYASLASELLQREVSLEDILSSGSVWLFRGDFVLDYPRP IMPNMFF1GGINCANRKPLSQ
TPYASLASELLQREVSLVDILSSGSVWLFRGDFVLDYPRP IMPNMFFIGG INCANRKPLSQ
TPYASLASELLQREVSLVDILSSGSVWLFRGDFVLDYPRP IMPNMFFIGG INCANRKPLSQ
SPYEPLASEVLQKDVTVQELMGSAS IWLLKGDFVKDYSRP IMPSMVFVGG INCASKNPLSK
SKYEDLASNILKRDVHLPTLYRNGS IWLLRYDFVFEYPRPVMPNMVF IGGTNCKMKGVLPQ



