Additional file 22. Alignment of the mouse (m) UGTL1 variable sequences with those of the
UGT71G1

Ugt71gl 1 MSMSD INKNSEL I FIPAPG IGHLASALEFAKLLTNHDKNL
mal2 1 MAPVAFPTSFFL . . CLLLASGLAQAGRLLVVP .MDGSHWFTMQMVVEKL IHRGHEV
mal3 1 MVPAAFPTSLPLCVCLLLASGLVQAGRLLVVP .MDGSHWFDMQMVVEKL 1QRGHEV
malo 1 MAPADFPASLPLCVCLLLASGLAQAGRLLVVP .MDGSHWFTMQTVVEKLLHKGHEV
mall 1 MAPAVFPASLPLRVCLLLAFGLAQAGRLLVVP _.MDGSHWFSMKMIVEKLSHRGHEV
ma’7 1 MACLLPAAQTLPAGFLFLVLWASVL . GDKLLVVP .QDGSHWLSMKE I VEHLSERGHDI
ma9 1 MACLLPAAQTLPAGFLFLVLWASVL . GDKLLVVP .QDGSHWLSMKE IVEHLSERGHDI
ma2 1 MDTGLCVPLRGISGLLLLLCALPWAEGAKVLVLP .MEGSQWLSMRDVVRELHARGHQT
ma5 1 MGLRMPLQGLVG . LLLLCALPWTEGEKVLVFP .VGGSHWLSMRDVVRELHAQGHQT
mal 1 MTVVCWSSRLLLLLPYLLLCVFGPSASHAGRLLVFP .MDGSHWLSMLGV IQQLQQKGHEV

Ugt71gl 41 YITVFCIKFPGMPFADSY IKSVLASQPQIQLIDLPEVEPPPQELLKSPEFY ILTFLESLI

mal2 54 VWIPEV.. ... SWQLGKSLNCTV. .KTYSISHTLE. .. .. DLDREFKYLSYTQWKTP .E
mal3 56 VWIPEV.. ... SWRLGKSLNCTV. .KTYSVSHTLE. .. .. DLDREFKYFTYTQWKTP .E
malo 56 VVWVPEV..... SWQLTKPLNFVV . _.KTYAVSHTQE. . . .. DLNREFK1FIDAQWKSQQE
mall 56 VWIPEV..... SWHLGKSQNFTV. .KTYSVSYTLE. . ... DLSHHFNFFAHKQWEN . RE
ma’7 57 MVLVPEV..... NLLLGESKYYRR. .KIFSVTYSLE. . ... ELQTRFRTFGNNHFLPGAS
ma9 57 VVWLVPEV..... NLLLGESKYYRR. .KIFSVPYSLE. . ... ELQTRFRTFGRNQFVPGAP
ma2 58 VVLASEV..... TVHIKGEDFFTL. .KTYAFPYTKE. . . .. EYQQEILSDIEKTFKTQHF
mas 55 VWLAPEV.. ... NMRIKEEDFFTF. .KVYAVPYTRQ. . . . . EL . EEMMENLKVFFDTGNY
mal 60 VVIAPEA. . ... SIHIKEGSFYTL. .RKFPVPFQKE. . . .. NVTATLVELGRTAFNQDSF
Ugt71gl 101 PHVKATIKTILSNK. oo i o VVGLVLDFFCVSMIDVGNEFG
mal2 101 HSIRSFLTGSARGFFELTFSHCRSLFNDKKLVEYLKQRFFDAVFLDPFDVCGLIVAKYFS
mal3 103 QSIRSFMTGSARGFFELMFSHSRGLFNDKKLVEYLKQRSFDAVFLDPFDVCGL IVAKYLS
malo 104 GGILPLLDSPAKGFFELLFSHCRSLFNDKKLVEYLKQTSFDAVFLDPFDVCGLTVAKYFS
mall 103 VGMFSLLKHSGKGFFQVLFSHCRSLFNDKKLVEYLKQRSFDAVFLDPFDVCGLTIAKYFS
ma’7 105 LMGPLREYRNNMIVVDMFFSNCQSLLKDSATLSFLRENKFDALFTDPAMPCGVILAEYLN
ma9 105 LMGPLREYRNSMLTLEMFFSNCQSLLKDSATLSFLRENKFDALFTDPAMPCGVILAEYLN
ma2 106 VKAFFETTASIRNFFDLYSNSCIALLHNKMLIQQLNSSFFDVILTDPIFPCGAVLAKYLQ
maS 102 MKKIFKTSEALRNMSTVLLKTCTNILHNESLLHHLNSSSFDVVFTDPVFPCGALLAKYLG
mal 108 LLRVVKIYMKVKRDSSMLLAGCSHLLHNAEFMASLEESHFDALLTDPFLPCGSIVAQYLT
Ugt71gl 136 IPSYLFLTSNVGFLSLMLSLKNRQIEEVFDDSDRDHQLLNIPGISNQVPSNVLPDACFNK
mal2 161 LPSVIFARGVFCDYLEEGAQCPSLPSYVPRLFSKYTDTMTFKERVWNHLIY IEEHAFCSY
mal3 163 LPSVIFARLSFCYYLEEGAQCPSLLSYVPRLFSKYTDTMTFKERVWNHYMY IEDYVFCPY
malo 164 LPSVVFSRGIFCHYLEDAAQCPSPPSY IPRMLLKFTDTMTFKERTRNLLAYMGERAFCHK
mall 163 LPSVVFSGGIFCHYLDEGAQCPSPPSYVPRILSKFADTMTFKERVWNYFSYMKERAFCPY
ma’7 165 LPSVYLFRGFPCSLEHMLGQSPSPVSYVPRFYTKFSDHMTFPQRLANFIVNILENYLYYC
ma9 165 LPSVYLFRGFPCSLEHMLGQSPSPVSYVPRFYTKFSDHMTFPQRLANFIVNILENYLYYC
ma2 166 1PAVFILRSLSCGIEYEATQCPNPSSY IPNLLTRLSDHMDFLQRVONMLYYLVLKY ICRL
maS 162 IPAVFFLRYIPCGIEYEATQCPSPSSY IPNLFTRLSDHMDFLQRVQNMLYHLVLKY 1CHL
mal 168 VPTVYFLNKLPCSLDSEATQCPVPLSYVPKSLSFNSDRMNFLQRVKNVLLAVSENFMCRV
Ugt71gl 196 DGGYIAYYKLAERFRDTKGIIVNTFSDLEQSSIDALYDHDEK. 1PP1YAVGPLLDLKGQPNPK
mal2 221 FLRTAVEVASEILQTPVTMTDLFSPVSIWLLRTDFVLEFPRPVMPNMVFIGGINCLQKKSLSK
mal3 223 FFKTAVEIASEVLQTPVTMTDLFSPVSIWLLRTDFVLEFPRPVMPNMVFVGGMNCLQGKPLSK
malo 224 FFKSAADIASEVLQTPVTMTDLFSPVSIWLLRTDFVLEFPRPVMPNVIY IGGINCHQGKPLSK
mall 223 FFKTAIEIASEVLQTPVTMTDLFSSVSIWMFRTDFVLEFPRPVMPNMVY I GG INCHPGKPLSK
ma’7 225 LYSKYEIIASDLLKRDVSLPSLHQN.SLWLLRYDFVFEYPRPVMPNMIFLGGINCKKKGKLTQ
ma9 225 LYSKYEIIVTDLLKRDVSLPSLHQN.SLWLLRYDFVFEYPRPIMPNMIFIGGINCKKKGKLTQ
ma2 226 SITPYESLASELLQREVSLVEVLSHASVWLFRGDFVLDYPRPIMPNMVFIGGINCVTKKPLSQ
ma5 222 LITPYESLASELFQREVSSVELFSYASVWLFRGDFVLDYPRPIMPNMVFIGGINCVTKKPLSQ

mal 228 VYSPYGSLATEILQKEVTVQDLLSPASIWLMRSDFVKDYPRP IMPNMVF1GGINCLQKKPLSQ



