Additional file 27. Alignment of the human (h) UGT2 sequences with those of the UGT71G1

Ugt71gl 1 MSMSD INKNSEL I FIPAPGIGHLASALEFAKLLTNHDKNLY ITVFC
h2a1l 1 ~~~MLNNLLLFSLQISLIGTTLGGNVLIWP .MEGSHWLNVKI 1 IDELIKKEHNVTVLVAS
h2b15 1 MSLKWTSVFLLIQLSCYFSSGSCGKVLVWP . TEYSHWINMKT ILEELVQRGHEVTVLTSS
h2b17 1 MSLKWMSVFLLMQLSCYFSSGSCGKVLVWP . TEYSHWINMKT ILEELVQRGHEVIVLTSS
h2b11 1 MTLKWTSVLLLIHLSCYFSSGSCGKVLVWA . AEYSHWMNMKT ILKELVQRGHEVTVLASS
h2b28 1 MALKWTSVLLLIHLGCYFSSGSCGKVLVWT . GEYSHWMNMKT ILKELVQRGHEVTVLASS
h2b10 1 MALKWTTV.LLIQLSFYFSSGSCGKVLVWA.AEYSLWMNMKT ILKELVQRGHEVTVLASS
h2b7 1 MSVKWTSVILLIQLSFCFSSGNCGKVLVWA . AEYSHWMNIKT ILDEL 1QRGHEVTVLASS
h2b4 1 MSMKWTSALLLIQLSCYFSSGSCGKVLVWP . TEFSHWMNIKT ILDELVQRGHEVTVLASS
h2a3 1 MRSDKSALVFLLLQLFCVGCGFCGKVLVWP .CDMSHWLNVKVILEELIVRGHEVTVLTHS
Ugt71gl 47 1KFPGMPFADSY IKSVLASQPQIQLIDLPEVEPPPQELLKSPEFY ILTFLESLIPHVKAT
h2al 57 G..... ALFITPTSNPSLTFEIYRVPFGKE. . . .. RIEGVIKDFVLTWLENRPSPST IWR
h2b15 60 A..... STLVNASKSSAIKLEVYPTSLTKN. . . .. DLEDSLLKILDRWIYGVSKN.TFWS
h2b17 60 A..... SILVNASKSSAIKLEVYPTSLTKN. - . .. DLEDFFMKMFDRWTYS ISKN . TFWS
h2b11 60 A..... SILFDPNDASTLKFEVYPTSLTKT . - . .. EFENTIMQQVKRWS .DIRKD . SFWL
h2b28 60 A..... SILFDPNDAFTLKLEVYPTSLTKT. . . .. EFENT IMQQVKRWS.DIQKD . SFWL
h2b10 50 AL.... SILFDPNDSSTLKLEVYPTSLTKT. . . .. EFENTIMQLVKRLS.EIQKD.TFWL
h2b7 60 A..... SILFDPNNSSALKIEIYPTSLTKT. . . .. ELENFIMQQIKRWS.DLPKD . TFWL
h2b4 60 A..... SISFDPNSPSTLKFEVYPVSLTKT . - . .. EFEDI1 1KQLVKRWA .ELPKD . TFWS
h2a3 60 K..... PSLIDYRKPSALKFEVVHMPQDRT . . . . . EENEIFVDLALNVLPGL . . . .STWQ
Ugt71gl 107 IKTILSN. ..o i i e e KVVGLVLDFFCVSMIDVGNEFGIP
h2al 107 FYQEMAKVIKDFHMVSQE ICDGVLKNQQLMAKLKKSKFEVLVSDPVFPCGD IVALKLGIP

h2b15 109 YFSQLQELCWEYYDYSNKLCKDAVLNKKLMMKLQESKFDV ILADALNPCGELLAELFNIP
h2b17 109 YFSQLQELCWEYSDYNIKLCEDAVLNKKLMRKLQESKFDVLLADAVNPCGELLAELLNIP
h2b11 108 YFSQEQEILWELYDIFRNFCKDVVSNKKVMKKLQESRFDIVFADAVFPCGELLAALLNIR
h2b28 108 YFSQEQEILWEFHDIFRNFCKDVVSNKKVMKKLQESRFDI IFADAFFPCGELLAALLNIP
h2b10 107 PFSQEQEILWAINDI IRNFCKDVVSNKKLMKKLQESRFDIVFADAYLPCGELLAELFNIP

h2b7 108 YFSQVQEIMSIFGDITRKFCKDVVSNKKFMKKVQESRFDV IFADAIFPCSELLAELFNIP
h2b4 108 YFSQVQEIMWTFND ILRKFCKD I'VSNKKLMKKLQESRFDVVLADAVFPFGELLAELLKIP
h2a3 106 SVIKLNDFFVEIRGTLKMMCESFIYNQTLMKKLQETNYDVMLIDPVIPCGDLMAELLAVP

Ugt71gl 138 SYLFLTSNVGFLSLMLSLK.NRQIEEVFDDSDRDHQLLNIPGISNQVPSNVLPDACFNKD
h2al 167 FMYSLRFSPASTVEKHCGKVPYPPSYVPAVLSELTDQMSFTDRIRNFISYHLQDYMFETL
h2b15 169 FLYSLRFSVGYTFEKNGGGFLFPPSYVPVVMSELSDQMIFMERIKNMIHMLYFDFWFQITY
h2b17 169 FLYSLRFSVGYTVEKNGGGFLFPPSYVPVVMSELSDQMIFMERIKNMIYMLYFDFWFQAY
h2bl1 168 FVYSLRFTPGYTIERHSGGLIFPPSY IPIVMSKLSDQMTFMERVKNMIYVLYFDFWFQMS
h2b28 168 FVYSLCFTPGYTIERHSGGLIFPPSY IPVVMSKLSDQMTFMERVKNMIYVLYFDFWFQMC
h2b10 167 FVYSHSFSPGYSFERHSGGF IFPPSYVPVVMSKLSDQMTFMERVKNMLYVLYFDFWFQIF

h2b7 168 FVYSLSFSPGYTFEKHSGGFIFPPSYVPVVMSELTDQMTFMERVKNMIYVLYFDFWFEIF
h2b4 168 FVYSLRFSPGYAIEKHSGGLLFPPSYVPVVMSELSDQMTFIERVKNMIYVLYFEFWFQIF
h2a3 166 FVLTLRISVGGNMERSCGKLPAPLSYVPVPMTGLTDRMTFLERVKNSMLSVLFHFWIQDY

Ugt71gl 197 _.GGYIAYYKLAERFRDTKGIIVNTFSDLEQSSIDALYDHDEK. IPPIYAVGPLLDLKGQPNPK
h2al 227 _WKSWDSYYSKALGRPTTLCETMGKAEIWLIRTYWDFEFPRPYLPNFEFVGGLHCKPAKPLPK
h2b15 229 DLKKWDQFYSEVLGRPTTLFETMGKAEMWLIRTYWDFEFPRPFLPNVDFVGGLHCKPAKPLPK
h2bl17 229 DLKKWDQFYSEVLGRPTTLFETMGKAEMWLIRTYWDFEFPRPFLPNVDFVGGLHCKPAKPLPK
h2b11 228 DMKKWDQFYSEVLGRPTTLFETMGKAD IWLMRNSWSFQFPHPFLPNVDFVGGFHCKPAKPLPK
h2b28 228 DMKKWDQFYSEVLGRPTTLFETMGKAD IWLMRNSWSFQFPHPFLPN IDFVGGLHCKPAKPLPK
h2b10 227 NMKKWDQFYSEVLGRPTTLSETMRKAD IWLMRNSWNFKFPHPFLPNVDFVGGLHCKPAKPLPK
h2b7 228 DMKKWDQFYSEVLGRPTTLSETMGKADVWLIRNSWNFQFPYPLLPNVDFVGGLHCKPAKPLPK
h2b4 228 DMKKWDQFYSEVLGRPTTLSETMAKAD IWLIRNYWDFQFPHPLLPNVEFVGGLHCKPAKPLPK
h2a3 226 DYHFWEEFYSKALGRPTTLCETVGKAEIWLIRTYWDFEFPQPYQPNFEFVGGLHCKPAKALPK



