Additional file 28. Alignment of the mouse (m) UGT2 sequences with those of the UGT71G1
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MSMSD INKNSEL 1 FIPAPGIGHLASALEFAKLLTNHDKNLY ITV
~~~MLKNIL.LCSLQIS.LLGMSLGGNVLIWP .MEGSHWLNVKI 1 IDELLRKEHNVTVLV
~~MPGKWISALLLLQISCCFRSVKCGKVLVWP .MEFSHWMN IKT ILDELVQRGHEVTVLR
~~MPGKWISALLLLQISCCFRSVKCGKVLVWP _MEFSHWMN IKT1LDELVQRGHEVTVLR
~~MPGKWISALLLLQISCCFRSVKCGKVLVWP .MEFSHWMN IKT1LDELVQRGHEVTVLR
~~MPVKWISALLLLQMSCCFRSTSCGKVLVWP . LEFSHWMNLK 1 ILDELVQRGHEVTVLR
~~MLWKWISALLLLQISCCFRSAKCGKVLVWP .VDYSHWMN IKI ILDELKQKGHEVTVLR
~~MSMKQASVFLLIQFICY IRPGACGKVLVWP . TEYSHWINMK I ILDELVQRGHDVTVLI
MPVKMTAALLLLLLQLSGFFGSGTGGKVLVWP _.MEFSHWLNLKT I LDELLKKGHEVMVLR
~MVSEKCVAAFFLLQL . CWAGCGFCSKVLVWP . CDMSHWLNLKT ILEELGARGHEVTVLK

FCIKFPGMPFADSY IK. SVLASQPQIQLIDLPEVEPPPQELLKSPEFY ILTFLESLIPHV

ASG. . ... ALFITPSSISPSLTFEIYPVPFGKE. . . .. KIESVIKDFVLTWLENRPSPST
PSA.. ... YYVLDPKK . SPGLKFETFPTSVSKD. . . .. NLENFFIKFVDVWTYEMPR.DT
PSA.. ... YYVLDPKK . SPGLKFETFPTSVSKD. . . . . NLENFFIKFVDVWTYEMPR.DT
PSA.. ... YYVLDPKK . SPGLKFETFPTSVTKD. . . . . DLENFFIQLLNVWTYELSR.DT
PSA..... SIFVDPKY .SPGLKFETFPTAFSKD. . . .. YLETFLTKLVDEWTFEVPR.DT
PST..... SIFLDPKK.SPGLKFETFPTSFSND. . . .. VMEI1 IFAKAVERWTYEVPR.DT
SSA. ... SILIGPSN._ESSINFEIYSAPLSKD. . ... DLEYAFEKWVGNWTYELKK . LP
PSA.. ... SLSYEVDN.TSAIEFETYPTSYSLS. .. .. ELEEIFWESLKKYIYELPK.QS
YPooL. SITIDQSK.RIPLHFENIPLLYEIE. . . .. TAENRLNEITANLAVNVIPN.LS
KATIKTILSN . - oo e a s KVVGLVLDFFCVSMIDVGNEF

IWTFYKEMAKV 1 EEFHLVSRG I CDGVLKNEKLMSKLQKEKFEVLLSDPVFPCGD IVALKL
CLSYSPLLQNMIDEFSDYFLSLCKDVVSNKELMTKLQESKFDVLLSDPVASCGEL IAELL
CLSYSPLLQNMIDEFSDYFLSLCKDVVSNKELMTKLQESKFDVLLSDPVASCGEL IAELL
CLSYSPLMQNMFDELSGYYLSLCKDVVSNRQLMTKLQESKFDVLLSDPVAFGGELIAELL
CLSYS.LLQTLFGKLSDYSLSLCKEAVSNKQLMTKFQESKFDVLILDAMASCGELIAQLL
CLSYSPLLONIFDEYSDYCLTLCKDTVSNKQLMAKLQESKFDV ILSDAIGPCGEL IAELL
FWTSYSKLQKISSEYSDMIESFCKAVVWNKSLMKKLQGSKFDVVLADALVPCGELLSELL
FWGYFLMLQEMVWVDSKYFESLCKDVVFNKELMTKLQKSRFDV ILADPFIPCGDLLAEVL
LWEAAKTLQDFFLQVTGDFESICRSVLYNQKFMDKLRDAQYDVVVIDPVVPCGELVAEVL

GIPSYLFLTSNVGFLSLMLSLK.NRQIEEVFDDSDRDHQLLNIPGISNQVPSNVLPDACF
GIPF1YSLRFSPASTVEKHCGKVPFPPSYVPAILSELTDQMSFTDRVRNFISYRMQDYMF
QIPFLYSIRFSPGYQIEKSSGRFLLPPSYVPVILSGLGGQMTFIERVKNMICRLYFDFWF
QIPFLYSIRFSPGYQIEKSSGRFLLPPSYVPVILSGLGGQMTFIERIKNMICMLYFDFWF
HIPFLYSLRFTAGYRIEKSSGRFLLPPSYVPVILSGLGGQMTFIERVKNMICMLYFDFWF
QIPFLYSLRFSPGYQVEKNSGGFVLPPSYVPVILSGLGGQMTFTERVKNMICMLYFDFWF
QIPFLYSLRFSPGYYLEKYSGGLPLPPSYVPVILSGLSGQMTFKERVKNMICMLYFDFWF
KTPLVYSLRFCPGYKCEKYSGGLPLPPSYVPVVLSELSDHMTFAERVKNMLQVLLFDFWF
KIPLVYSLRFFPGSTYEKYSGGLPLPPSYVPVVMSELSDRMTFMERVRNV 1 YMLCFDFWF
QIPFVYTLRFSMGYYMEKHCGQLP IPLSYVPVVMSELTDNMTFTERVKNMMFSLLFEYWL

NKD .GGY TAYYKLAERFRDTKG I IVNTFSDLEQSSIDALYDHDEK - IPP1YAVGPLLDLKGQPNPK
ETL.WKQWDSYYTKALGRPTTLCETMGKAE IWLMRTYWDFEFPRPYLPNFEFVGGLHCKPAKPLPK
QMFNDKKWDSFYSEYLGRPTTLAETMGKAEMWL IRSNWDLEFPHPTLPNVDYVGGLHCKPAKPLPK
QMFNDKKWDSFYSEYLGRPTTLVETMGQAEMWL IRSNWDLEFPHPTLPNVDYVGGLHCKPAKPLPK
QMPNDKKWDSFYTEYLGRPTTLAETMGQAEMWL IRSNWDLEFPHPTLPNVDYVGGLHCKPAKPLPK
QTFTEKEWDQFYSETLGRPTTL IETMGKAEMWF IRSYWDLEFPHPTLPNVEYVGGLHCKPAKPLPK
QTFREKKWDQFYSETLGRPTTL IETMGKAEMWL IRSYWDLEFPHPTLPNVYYVGGVHCKPAKPLPK
QTFNEKSWNQFYSDVLGRPTTLTEMMGKAD IWLVRTFWDLKFPHPFLPNFDFVGGLHCKPAKPLPK
QTFNEKNWNQLYTEVLGRPTTLSETMAKAD IWLIRTYWDLEFPHPVLPNFDF I GGLHCRPAKPLPK
QQYDFAFWDQFYSETLGRPTTFCKTVGKAD IWLIRTYWDVEFPRPYLPNFEFVGGLHCKPAKPLPK



