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EFEAYVNASGEHG I VVFSLGSMVSE I PEKKAME TAEALGRIPQTVLWRYTGTRPSNLAKN
EFEAYVNASGEHG I VVFSLGSMVSE I PEKKAME TAEALGRIPQTVLWRYTGT[RPSNLAKN
EFEAY[INASGEHG I VVFSLGSMVAE I PEKKAMIIADALGKIPQTVLWRYTGT[gPSNLARNN
EFEAY[EINASGEHG I VVFSLGSMVAE I PEKKAMTADALGKIPQTVLWRYTGT{gPSNLARNN
EFEAY[EINASGEHG I VVFSLGSMVSE I PEKKAMTADALGKIPQTVLWRYTGTRPSNLARNN
EFEAYENASGEHG I VVFSLGSMVSE I PEKKAMRIADALGK I PQTVLWRYTGT[RPSNLANN
EFEAYVNASGEHGIVVFSLGSMVSDIPEKKAMEIADALGKIPQTVLWRYTGTPPENLSKN

EFEAYVNASGEHG I VVFSLGSMVSE I PEGKAME FADALGKIPQTVLWRYTGT[gP[ENL AKN
EFEAYVNASGEHGMVVFSLGSMVSE I PIJAKAME TAEALGHI PQTVLWRYTGNEPSNLAKN

ENE[EEVNGSGEHG I VVFSLGSEVSSMP{NEK ABI RIRISAIRNIY 1 PORYVLWRY TGS IPNNV[Z=N

T 1LVKWLPQNDLLGHPKTRAFITHSGSHG1'YEGICNGVPMVMMPLFGDQMDNAKRMETRG

T 1LVKWLPQNDLLGHPKBRAF I THEGSHG I YEG I CNGVPMVMMPLFGDQMDNAKRMETRG

T 1LVKWLPQNDLLGHPITRAFITHAGSHG 1 YEG I CNGVPMVMMPLFGDQMDNAKRMETKG

T1LVKWLPONDLLGHPITRAFITHAGSHG 1 YEG I CNGVPMVMMPLFGDQMDNAKRMETKG

TILVKWLPQNDLLGHPMTRAFITHAGSHGVYEiICNGVPMVMMPLFGDQMDNAKRMETKG
S

T 1LVKWLPQNDLLGHPTRAF I THAGSHGMYER 1 CNGVPMVMMPLFGDQMDNAKRMETKG
T 1LVKWLPQNDLLGHPKERAF I THEGSHG I YEG I CNGVPMVMBPLFGDQMDNAKRMETRG
TIMLVKWLPQNDLLGHPKTRAF I THSGSHG 1 YEG I CNGVPMVMMPLFGDQMDNAKRMETRG
TN VKWLPQNDLLAHPKARAF I THAGSHG 1 YEG I CNGVPMVEMPLFGDQVMDNAKRMESRG
WL VKWLPQNDLLAHPKTRAF I THGGSHGMYEG I CNAVPMVEMPLFGDQMDNAKRVESRG
Tl VKWLPQNDLLAHPKARAF I THAGSHG I YEG | CNAVPMVMMPLFGDQMDNAKRIEESRG
W MKWLPQNDLLGHPKYRAFMTHEGSHG I YEG I CNGVPMVMEPLFGDQEDNAGRLNSRG
WL MKWLPQNDLLGHPKIARAF 1 THGGIEHG 1 YEG 1 ClglGVPMVMEP LFGDQADNIYHRVIATRG

AGVTLNVLEMTABDLENALKYV INNKSYKEN IMRLSSLHKDRP IEPLDLAVFWVENVMRH
AGVTLNVLEMTABDLENALKYV INNKSYKEN IMRLSSLHKDRP I EPLDLAVFWVENVMRH
AGVTLNVLEMTSEDLENALKAV INDKSYKEN IMHLSSLHKDRPMEPLDLAVFWVEFVMRH
AGVTLNVLEMTSEDLENALKAV INDKSYKEN IMHLSSLHKDRPMEPLDLAVFWVEFVMRH
AGVTLNVLEMTSEDLENALKAV INDKSYKEN IMRLSSLHKDRPMEPLDLAVFWVEFVMRH
AGVTLNVLEMTSEDLENALKAV INDKSYKEN IMRLSSLHKDRPMEPLDLAVFWVEFVMRH
AGVTLNVLEMTSEDLIANALKAV INDKSYKEN IMALSRLHKDRP I EPLDLAVFWVEFVMRH
AGVTLNVLEMSSEDLEAL KAV INEKIYKEN IMRLSHLHKDRP IEPLDLAVFWVEFVMRH
AGVIJLNVLBMTSEDLENAL KLV INDKSYKEN IMRLSALHKDRP 1BPLNLAVFWVEFVMRH
AGETLNELEMTSXDISDALKAV INDKEYKEN 1SRLSBLHEDRP I[fPLDLAVEWVEFVMRH
AGETLNVLEVMTFEDLENAVRAV INNRYYKEN 10RESSLHEDRP I [gPLDLA
ASSLINPY TSEFLMYALKEV INDKSYKEQMVKL SAIHRDRP | EPLDLAVF

WVEFVMRH

KGAPHLRPAAHDLTWYQYHSLDVIGFLLAIVLTVNFI
KGAPHLRPAAHDLTWYQYHSLDVIGFLLAIVLTVFI
KGAPHLRPAAHDLTWYQYHSLDVIGFLLAIVLTVFI
KGAPHLRPAAHDLTWYQYHSLDVIGFLLAVMVLTV/;

F 1IEKCCAYGYRKCIGKKGRVKKMHKSKTH

KGAPHLRPAAHDLTWYQYHSLDVIGFLLAVVLTVEFITFKCCAYGYRKCFGKKGRVKK HKSKTH

KGAPHLRPAAHDLTWYQYHSLDV 1 GFLLAVVLEVMF I TYKCCAFGERKCFGKKGRVKKIZHK SKIH

KGAEHLRPAAHDLTWYQYHSLDVIGFLLAVELTVIFITFKiCAFAFRKCFGKKERVKKSHKSKTH
S

KGAPHLREAAHDLIWHQYHSLDV IAFLLATVLTVVEI VK
KGAPHLRPAAHDLIWLHQYHSLDV[FAFLLAUVLIESEF 1S
KGAPHLRPAAHDLINWEQYN§SLDV I GFLLAVEL TIEF 1 S CCYRYFRREYR< RS @K ORK SKSH]
KGAEHLRPAAHDLIWHQYHSLDV 1 GFL L EL TVEFVIKSCYFEFR K CFNKEOKINK KL

KG
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