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Rat liver regeneration was studied from 24
bours to 8 days after a single intraperitoneal in-
Jection of D-galactosamine (GalN). Morphbologi-
cal changes in the liver were analyzed in paral-
lel with sequential changes in expression of
bistone-3 mRNA (a marker of cell prolifera-
tion), fetal o-fetoprotein (AFP) mRNA and
y-glutamyl transpeptidase (GGI) (markers of
Sfetal bepatocytes), and albumin mRNA and
glucose-6-pbosphbatase (G6Pase) (markers of
adult bepatocytes). Proliferation of nonparen-
chymal epithelial cells (NPC), detected in situ by
[PH]tbymidine labeling or bistone-3 mRNA ex-
Dpression, began after 24 bours primarily in the
portal area around the bile ducts. After 2 days,
bistone-3 labelling intensity increased in rows
and clusters of NPC which expanded from the
portal zone and invaded into the parencbhbyma.
On days 3 and 5, NPC expressing bis-3 mRNA
expanded further, forming pseudo-ducts and
islet-like structures (NPC structures). Prolifer-
ating NPC were positive for GGI. Some GGT
positive cells were also positive for the fetal
Jorm of AFP mRNA, which lagged bebind GGT by
24 bours and peaked on day 5. On day 3, some
cells with the appearance of NPC expressed al-
bumin mRNA. Double label in situ bybridization
Jor fetal AFP and albumin mRNAs and dual bis-
tochemistry for GGT and G6Pase showed simul-
taneous expression of these markers in NPC on
day 5. Otber cells expressing fetal AFP mRNA or
GGT on day 5 bad a morpbological appearance
between NPC and bepatocytes (transitional
cells). Proliferation of bepatocytes began on day
2, reacbed maximum on day 5 and tben de-
clined. Proliferating bepatocytes did not ex-
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press fetal AFP mRNA or GGIT. These findings in-
dicate that after GalN injury, the liver responds
by activation of progenitor cells that proliferate
and then differentiate into mature bepatocytes.
Adult bepatocytes can also proliferate after
GAIN injury, but these bepatocytes do not un-
dergo dedifferentiation/redifferentiation during
regeneration of the bepatic lobule. (Am J
Patbol 1993, 143:1606—1620)

Under classical conditions of liver regeneration after
partial hepatectomy, various liver cell types prolifer-
ate through different lineages. However, during this
process, only limited information is available con-
cerning the possible activation of liver progenitor
cells and the potential contribution of such progeni-
tor cells to the restoration of hepatocyte mass.'=3 In
1956, Farber* used the term “oval cells” to describe
a population of liver epithelial cells induced early in
the hyperplastic response following administration of
the carcinogenic agents ethionine, 2-acetylamino-
fluorene (2-AAF) or 3’-methyl-4-dimethylaminoazo-
benzene (3'-Me-DAB). These cells proliferate around
ducts and vessels in the portal area and resembled
the cells of the bile duct; they were small and oval
shaped and had scanty, lightly basophilic cytoplasm
and pale blue-staining nuclei. From various studies,
Farber and coworkers® and others®” concluded that
after removal of carcinogenic agents, oval cells at-
rophy and are not progenitors of normal or trans-
formed hepatocytes. Nonetheless, using short term
carcinogen treatment, other investigators have sug-
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gested that oval cells may, under certain circum-
stances, differentiate into hepatocytes or neoplastic
hepatocytes.8-'# In addition, epithelial cell lines, de-
rived from the liver and resembling oval cells, can
acquire phenotypic characteristics of hepato-
cytes'®® and under certain conditions can also pro-
duce hepatocellular carcinomas when inoculated
into appropriate hosts.'7-1°

The origin of oval cells is still controversial. It has
been suggested that they originate from the ductular
epithelial cells/canals of Hering2® or from stem cells
located in the periductular spaces.?" These cells ex-
press traits specific for bile duct epithelial cells (eg,
y-glutamyl-transpeptidase (GGT) and cytokeratin-
19), fetal hepatoblasts, eg, a-fetoprotein (AFP), glu-
tathione-S-transferase P, and fetal isoenzyme forms
of aldolase, pyruvate kinase, and lactic dehydroge-
nase, and hepatocytes (eg, albumin and a4-acid gly-
coprotein) and, therefore, have bipotential develop-
mental capability (for reviews see refs. 22-27).

Proliferation of oval cells is also observed in the
noncarcinogenic model of D-galactosamine (GalN)
induced liver injury.?®-3° When GalN is introduced
into rats at a concentration of 20 mg/100 g body
weight, a series of specific metabolic reactions oc-
curs in the hepatocyte with complete consumption of
uridine nucleotides and UDP-glucose, and accumu-
lation of slowly metabolizing UDP-hexosamines and
UDP-N-acetylhexosamines. This consumption of uri-
dine nucleotides, or uridylate “trapping,” leads to a
block in RNA synthesis, followed by inhibition of pro-
tein synthesis. At higher doses, GalN causes hepa-
tocyte necrosis and an intense inflammatory
response.31-33

After GalN injury, the liver responds by activation
of nonparenchymal cells that are not the target of
UTP trapping. Originally, Kuhimann and Wurster3+
reported that AFP was expressed in bile duct cells
following GalN injury. Subsequently, Tournier et al3®
demonstrated that AFP mRNA was present in peri-
ductular-like epithelial cells but not in mature bile
ducts, and that AFP mRNA expression peaked at
day 4 following GalN administration. Finally, on the
basis of [3H]thymidine labeling studies, Lemire et
al®® concluded that duct epithelial cells can generate
both oval cells and small hepatocytes in response to
GalN. However, these previous studies have not fully
identified and characterized the cell types involved
and the precise sequence of events occurring during
restoration of parenchymal cell mass following GalN-
induced liver injury.

In the present study, we used GalN hepatitis as a
noncarcinogenic model to study the activation, pro-
liferation and differentiation of putative hepatocyte
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progenitor cells in the liver. To document maturation
and differentiation of these putative progenitor cells
through the hepatocyte lineage, we followed the ki-
netics of proliferation over time during the regenera-
tive process of different liver cell types and the kinet-
ics of expression of two “early” genes (GGT and
AFP) expressed in differentiating but not in mature
hepatocytes, and two “late” genes (albumin and
GoPase) expressed specifically in differentiating
and/or mature hepatocytes but not in bile duct epi-
thelial cells. The results of this analysis lead to the
conclusion that a subpopulation of oval cells prolif-
erate during liver regeneration with the potential to
differentiate into mature hepatocytes. Adult hepato-
cytes also divide following GalN injury, but do not
express GGT or fetal AFP mRNA. Thus, in GalN-
induced liver injury, hepatocytes derived from two
separate pathways, one utilizing progenitor cells and
the other utilizing preexisting mature hepatocytes,
participate in reconstitution of the hepatic lobule.

Materials and Methods

Animals

Male Lewis (Charles River Breeding Laboratory, Wil-
mington, MA) or Fischer 344 (Taconic Farms, Ger-
man Town, NY) rats, weighing from 180 to 220 g,
were maintained at 22 C and given standard labo-
ratory chow and water ad libitum. GalN, dissolved
in 0.14 M NaCl, was introduced intraperitoneally at
10:00 am in a single dose cf 70 mg/100 g body
weight. One to 8 days later, the animals were killed
and pieces of liver fixed in formalin for histological
analysis or frozen in 2-methylbutane at -70 C for
cryostat sectioning.

DNA Labeling

[®H]methyl-thymidine (ICN Radiochemicals, lIrvine,
CA, specific radioactivity 67 Ci/mmol) was injected
intraperitoneally. 24 hours after GalN administration
at a dose of 100 pCi/100 g body weight. Animals
were killed by cervical dislocation under ether anes-
thesia 10 hours later. Paraffin-embedded or frozen
sections were processed for autoradiography and
exposed for 30 to 45 days.

In Situ Hybridization

In situ molecular hybridization was performed es-
sentially as described previously.®® The following re-



1608 Dabeva and Shafritz
AJP December 1993, Vol. 143, No. 6

combinant plasmids were used: pGH3, 204 nucleo-
tides from rat histone-3 cDNA, cloned into pGem
3Z, received from Dr. A. Skoultchi, Albert Einstein
College of Medicine; pGalb 345, 345 nucleotides
from rat albumin cDNA, described previously,3” and
pBAF700, 700 nucleotides from rat AFP cDNA en-
compassing the 5’-region and representing only the
fetal form of AFP mRNA, cloned into pBSM13+
(kindly provided by Dr. N. Fausto, Brown University,
Providence, RIl). Two riboprobes, sense and anti-
sense, were transcribed from each of these plas-
mids after their linearization with appropriate restric-
tion enzymes.

For in situ hybridization with double label, [3°S]-
UTP (specific radioactivity > 1000 Ci/mmol, Amer-
sham Corp., Arlington Height, IL) was used for la-
beling of the sense or anti-sense riboprobes of AFP
and digoxigenin-UTP (Boehringer, Mannheim Bio-
chemicals, Indianapolis, IN) was used for labeling
of the two albumin riboprobes. Digoxigenin RNA
was transcribed according to the protocol of the
manufacturer. Prehybridization and hybridization
was performed as described, except for use of
0.1% sarcosyl-0.02% SDS instead of 0.1% SDS.
Five-p-thick frozen sections were hybridized with
108 cpm/slide of 35S-labeled AFP probe and 20 to
50 ng/slide of digoxigenin-labeled albumin probe
for 16 hours at 45 C. Sense strand probes, synthe-
sized from the AFP and albumin sequence contain-
ing plasmids, respectively, were used as controls
during hybridization. After hybridization, the slides
were washed three times with 50% formamide-4X
SSC-5 mM DDT for 15 minutes at 50 C, 2 times with
2X SSC for 10 minutes at room temperature, treated
for 30 minutes at 37 C with 20 pg/ml of RNase A in
RNase buffer and then washed 2 times for 10 min-
utes at room temperature in RNase buffer. Residual
unhybridized label was removed during a one-hour
wash with 0.2X SSC at 50 C.

The slides were rinsed in buffer 1 (0.1 M Na-ma-
leate-0.1 M NaCl, pH 7.5) and incubated for 1 hour
in 2% blocking reagent (Boehringer), dissolved in
buffer 1. Digoxigenin-AP antibody (Boehringer) was
diluted 1:500 in blocking reagent and applied to the
tissue sections. After 2 hours of incubation, the
slides were washed 2 times for 15 minutes in buffer
1, rinsed in 100 mM Tris/HCI-100 mM NaCl-50 mM
MgCl,, pH 8.3, and incubated for 3 hours with the
substrate HistoMark red (Kirkegaard and Perry
Laboratories) according to the manufacturer's pro-
tocol. The reaction was stopped by rinsing in 10
mM Tris/HCI-1 mM EDTA, pH 8.0; the slides were
dehydrated, exposed to autoradiography for 10

days counterstained with hematoxylin and perma-
nently mounted.

Histochemistry

v-glutamyltranspeptidase was demonstrated in situ
on frozen sections after fixation in acidic ethanol
(99:1 = 96% ethanol: glacial acetic acid) for 10
minutes at —20 C and rinsing with ice-cold ethanol.
This method of fixation gave excellent assessment
of the localization of GGT. The histochemical reac-
tion was performed according to the method of
Rutenburg et al®®

Glucose-6-phosphatase activity (G6Pase) was
revealed on unfixed, dried frozen sections as de-
scribed,®® with minor modifications: the sections
were incubated directly in substrate solution (10
mM G6P, 40 mM Tris-maleate buffer, pH 6.5, 150
mM sucrose, 3.6 mM lead nitrate) for 15 minutes at
37 C. After incubation, the slides were washed in
0.3 M sucrose and immersed for 30 seconds in 1%
ammonium sulfide in 0.3 M sucrose, rinsed 2 or 3
times in 0.3 M sucrose, and finally rinsed briefly in
0.15 M NaCl. Simultaneous detection of G6Pase
and GGT activities in situ was performed in two
steps. First, the reaction for G6Pase was devel-
oped, then the sections were fixed in acidic ethanol
at -20 C and processed as above for demonstra-
tion of GGT. The sections were counterstained with
hematoxylin and mounted in Gel/mount (Biomedica
Corp., Foster City, CA).

Results

Morphological Changes in the Liver after
GalN Treatment

Early morphological changes observed in the liver
24 to 48 hours after GalN injury were similar to
those previously described.?82940 Focal hepato-
cyte necrosis with acidophilic degeneration was
conspicuous on day 1 and reached a maximum on
day 2 (Figure 1). Regions of inflammation infiltrated
by polymorphonuclear and mononuclear cells were
scattered throughout the portal and periportal
spaces and within the parenchyma in regions of
hepatocyte necrosis (Figure 1B). At this time, the
hepatocyte plates were completely disorganized
and central veins not discernible (Figure 1C). While
the number of granulocytes (comprised of neutro-
phils and eosinophils) decreased by day 3, clusters
of mononuclear cells could still be seen on days 5
and 6 (Figure 1E). Proliferation of nonparenchymal



Progenitor Cells in GalN Liver Injury 1609
AJP December 1993, Vol. 143, No. 6

Figure 1. Morphbological changes in the liver after GalN treatment. Portal region (A=F), periportal region (G-1). A: Control liver. B: Day 1 after
GalN treatment; inflammation in the portal region with infiltration by granulocytes and mononuclear cells. Area of focal bepatocyte necrosis is
shown by arrow. C and G Day 2; bepatic plates are completely disorganized. Proliferation of NPC begins in the portal zone and extends into the
parenchyma forming rows (arrow, QG), clusters or sheets (arrowbead, G) and duct-like structures (bent arrows, G) of small cells with scant cyto-
plasm and pale, oval shaped nuclei (NPC structures). D and H: Day 3; Necrotic areas begin to recede and are invaded by proliferating NPC (ar-
rows, D and H) but still many acidopbilic necrotic areas are present (arrowbeads, H). E and \: Day 5; restoration of liver parenchyma. Some cells
within NPC structures appear larger with more round shaped nuclei and increased cytoplasmic compartment (blunt arrows, ). F: Day 8, the liver
lobule almost regains its normal architecture. Hematoxylin and eosin staining. Original magnification, A—F, X 200; G-I, X 400.

cells (NPC) began in the periportal spaces on day
two and gradually invaded into the lobule (Figure
1G). By day 3, proliferating NPC formed discrete
structures, comprised of rows, clusters, and duct-
like structures of small cells with scant cytoplasm
and oval shaped, pale, and homogeneously stained
nuclei (oval cells) (Figure 1H).

NPC structures were most evident in regions di-
rectly adjacent to the portal spaces. At this time
(day 3), the necrotic areas began to resolve and
were invaded by proliferating NPC structures. By
day 5 after GalN treatment, the liver began to re-
store its normal lobular structure (Figure 1, E and 1).
Regeneration of the liver parenchyma was marked
by the appearance of large hepatocytes (beginning
on day 3 and reaching a maximum on day 5) be-
tween clusters of small hepatocytes and a gradual
resolution of NPC structures (Figure 1E). By day 8,
the liver almost fully regained its normal architecture
(Figure 1F).

Regenerative Response of the Liver after
GalN Injury

The proliferation of different cell types in the liver
after GalN injection was studied either by in situ hy-
bridization with [3°S]his-3 probe or by in vivo incor-
poration of [®H]methyl-thymidine, marking S phase
synthesis of histones and DNA, respectively. One
day after GalN administration, a proliferative re-
sponse was detected in all nonparenchymal cell
types within the portal and periportal regions and in
adjacent sinusoidal spaces. However, by [3H]-
methyl-thymidine labeling, the major reaction was in
nonparenchymal epithelial cells located directly ad-
jacent to, but not within, mature bile ducts (Figure
2A and B).

In studies of his-3 mRNA expression, in control
sections (day 0), there was always labeling of a few
hepatocytes scattered throughout the hepatic lobule
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Figure 2. BHjmethyl-thymidine labeling of cells in portal and peri-
Dportal region 24 bours after GalN injury. A: NPC directly adjacent to
bile ducts and within neighboring sinusoidal spaces are labeled (ar-
rows). B: Mature bile duct cells do not incorporate the radioisotope.
Arrow points to labeled NPC directly aq,. “ent to bile duct. H and E
staining. Original magnification: A, X 600, B, X 1000.

(Figure 3B). Higher activity was observed in the peri-
portal zones, where some nonparenchymal cell
types were also his-3 mRNA positive (Figure 3A). On
day 2, the number of his-3 mRNA positive NPC in the
portal and periportal zones and in the sinusoids in-
creased and reached maximum (Figure 3C). At the
same time, cells expanding in rows from the portal
triads into the parenchyma (Figure 3C) and within
areas of focal inflammation (Figure 3D) were strongly
positive for his-3 mRNA. On day 3, clusters and duct-
like structures of NPC in regions of inflammation
reached maximum labeling for his-3 mRNA (Figure
3E). In contrast, the portal zone itself became less
labeled. Movement of the proliferative wave from the
portal area into the parenchyma was well docu-
mented by dark field analysis (Figure 4A-H). By day
5, proliferative activity in NPC in the portal spaces
(his-3 mRNA expression) ceased (Figure 3G), al-
though residual activity remained in the parenchyma
(Figure 3H). Activation of hepatocytes also began on
day 2, reached a maximum on day 3, and then
gradually declined. His-3 mRNA was localized both
in small and large hepatocytes (Figure 3, F and H).
While on days 2 and 3, proliferating hepatocytes
were scattered throughout the parenchyma, on day

5, they mainly surrounded the remnants of proliferat-
ing NPC structures (Figures 3 and 4).

Expression of AFP and Albumin mRNAs
after GalN Treatment

The fetal form of AFP mRNA is expressed occasion-
ally in single hepatocytes in normal liver.41-3¢ On
day 1 following GalN administration, no cells
showed expression of fetal AFP mRNA, even after
prolonged exposure of the slides (Figure 5A). On
day 2, occasional single or small groups of NPC in
the portal zone showed fetal AFP mRNA expression
(Figure 5B). Three days after GalN administration,
fetal AFP mRNA appeared in NPC that formed rows,
clusters, or duct-like structures expanding from the
portal areas into the parenchyma (Figure 5C) and
also in resolving necrotic areas (Figure 5D). Fetal
AFP mRNA positive cells showed scant cytoplasm
and oval shaped, pale, and homogeneously stained
nuclei (oval cells). It should be noted that not all
cells in these NPC structures expressed AFP
mRNA. On day 3, single fetal AFP mRNA positive
hepatocytes were also identified, usually in the vi-
cinity of proliferating NPC structures (data not
shown).

On day 5, fetal AFP mRNA expression was much
more abundant. Expression was most prominent in
clusters of NPC in periportal and midlobular zones,
as well as in areas of resolving inflammation (Figure
5, E and F). AFP mRNA was also detected in single
cells with the appearance of hepatocytes, some-
times in the parenchyma but very often in hepato-
cytes adjacent to NPC clusters or as part of NPC
duct-like structures (Figure 5F). Expression of fetal
AFP mRNA was still above control levels on day 8,
when frequently single or double NPC or hepato-
cytes were labeled (data not shown). Increased AFP
mRNA expression over proliferated bile duct-like
structures following GalN injection was previously
reported by Tournier et al®® and Lamire et al®° In
these studies, the peak of this expression occurred
at day 4 or 5, respectively.

mRNA for albumin, the most abundantly ex-
pressed liver specific gene, decreased abruptly
after GalN treatment, reaching a minimum by day 2.
In large periportal regions, as well as in areas of fo-
cal necrosis, albumin mBRNA was not expressed
(Figure 6B). However, after day 3, albumin mRNA
was expressed in NPC within the periportal spaces
(Figure 6C). Occasionally, on day 3, albumin mRNA
positive cells with a larger, more round shaped, and
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Figure 3. In situ hybridization with 35S-labeled bistone-3 mRNA antisense riboprobe in liver sections afier GalN injury. A, C, E, and G: portal and
periportal zones, B, D, G, and H: midlobular zone. A: Control (day 0); bis-3 mRNA labeling of NPC in the portal zone (arrow). B: Control (day 0);
labeled hepatocyte surrounded by sinusoidal cells Carrowbead). C: Day 2, large numbers of his-3 mRNA labeled cells are present in typical NPC
structures in the periportal region (arrows). D: Labeling of sinusoidal cells is also increased (arrow tips). E and F: Day 3; labeling in the portal
region and increased labeling of NPC structures expanding into the parenchyma (arrows); labeling of bepatocytes reaches maximum (arrow-
beads). G: Day 5, proliferative wave in the periportal region recedes. H: Labeled bepatocytes in the vicinity of NPC structures (arrowheads). Origi-
nal magnification: C-G, X 200; A, B, X600; H, X 1000.
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Figure 4. Dark field analysis of in situ hybridization for B5Slbistone-3 mRNA antisense riboprobe. A, C, E, and G: portal (noted by the letter P)
and periportal zones, original magnification, X 200, (B, D, G, and 1) midlobular zone, original magnification X 100. Day 1 (A and B); labeling of
sinusoidal cells in the periportal and midlobular zone and single or small groups of NPC in the periportal region. Day 2 (C and D); maximum
labeling of NPC structures in the periportal region and parenchyma and of sinusoidal cells throughout the liver lobule. Day 3 (E and F); decreased
labeling of cells in the portal region (P) and still high activity in the midlobular zone, where hepatocytes reach maximum labeling. Day 5(G and

H): labeling of cells in the portal region (P) is reduced. Residual activity is present in NPC structures and bepatocytes in areas of resolving focal
necrosis.
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Figure 5. In situ hybridization for 35S-labeled AFP mRNA antisense riboprobe in liver sections after GalN treatment. Portal and periportal zone (A,
B, C, and E); midlobular zone (D and F). Day 1 (A); no labeling of cells in the portal region. Day 2 (B); a group of NPC positive for fetal AFP
mRNA (arrow). Note that preexisting bile ducts are not labeled. Day 3 (C); labeling of NPC structures in the periportal region (arrow). Day 3 (D);
labeling of single or groups of NPC in an area of focal inflammation (arrows). Please note that not all NPC structures express fetal AFP mRNA. Day
5 (B); labeling for fetal AFP mRNA is bigher in NPC structures that have moved away from the periportal zone into the parenchyma (arrows). F:
Day 5; single hepatocytes (arrowheads) in the vicinity of NPC structures are also labeled. Original magnification: A, B, D, E, F, X600, C, X 1000.

darker staining nucleus were identified within prolif-
erating NPC structures (Figure 6C, blunt arrow).
These cells had the morphological appearance of
transitional cells. By day 5, some cells expressing
albumin mRNA within proliferating NPC structures
had the morphological appearance of hepatocytes
(Figure 6D). At this time, the basic liver structure
was beginning to reform.

Histochemical Expression of GGT

In normal liver, GGT is confined to the bile duct epi-
thelium in the portal triad (Figure 7A). One day after
GalN treatment, only single cells in the region of in-

flammation were GGT positive, and these cells were
identified as eosinophils by their high peroxidase
activity (data not shown). On day 2, proliferating
NPC in the portal areas also became GGT positive
(Figure 7B). On day 3, GGT positive cells formed a
prominent network, expanding from the periportal
regions into the parenchyma (Figures 7C and D).
On day 5, hepatocytes in close vicinity to GGT posi-
tive clusters of NPC also expressed GGT (Figure
7E). In some of these cells, the whole cytoplasm
was diffusely stained, whereas in others cytoplas-
mic staining was much less and enzyme activity
was localized to the canalicular surface of paren-
chymal cells (Figure 7F).
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Figure 6. In situ hybridization for 3°S-labeled albumin mRNA antisense riboprobe in liver sections after GalN treatment. Portal and periportal
zone. A: Control; marked labeling of bepatocytes but no signal in NPC. B: Day two; proliferating NPC within the portal region are negative for
albumin mRNA (arrows). High expression remains in surviving bepatocytes. C: Day 3, albumin mRNA appears in some NPC in the periportal re-
gions and in areas of resolving focal necrosis (arrow). One labeled epithelial cell within this area, which we refer to as a transitional cell, has a
larger, more round shaped and darker stained nucleus and a small rim of eosinopbilic cytoplasm (blunt arrow). D: Day 5; expression of albumin
mRNA in an bepatocytes within an NPC structure (arrowbead). Original magnification: A, X400, B, X 200, C and D, X 600.

Simultaneous Detection of AFP and
Albumin mRNAs

To determine whether a precursor-product relation-
ship exists between NPC and hepatocytes express-
ing fetal AFP mRNA, we performed double labelling
experiments, using for in situ hybridization
digoxigenin-labelled albumin riboprobe (identified
by Histo-Mark red color) and [3°S]-fetal AFP ribo-
probe (detected by autoradiography). On day 5 fol-
lowing GalN administration, we found expression of
both fetal AFP mRNA and albumin mRNA not only in
cells with the appearance of hepatocytes (Figure
8A), but also in a number of oval cells within NPC
structures (Figure 8A). We also found both mRNAs
in cells that were larger than oval cells and had a
more round-shaped, darker stained nucleus and in-
creased cytoplasmic compartment, ie, transitional
cells (Figure 8B). A control slide at day 5 following
GalN administration, hybridized with sense strand
riboprobes for AFP and albumin (Figure 8C),
showed no autoradiographic grains or red color, in-
dicating the very low level of background in these
experiments. On day 8, double label was detected
mainly in cells with the appearance of hepatocytes

(data not shown). This result demonstrates that part
of the NPC are on a lineage pathway to differentiate
into hepatocytes.

Histochemical Expression of G6Pase and
Double Staining for GGT and G6Pase

Glucose-6-phosphatase (G6Pase) was used as an
hepatocyte specific marker to follow the fate of he-
patocytes after GalN induced liver injury and to follow
the progression of cellular differentiation through the
hepatocyte lineage. In parallel with albumin mRNA,
G6Pase was expressed in all hepatocytes (Figure
8D), but was reduced dramatically 24 hours after
GalN administration (data not shown). Overall expres-
sion of G6Pase continued to decline until day 2. Re-
gions of necrosis and inflammation showed no en-
zyme activity, nor did rows or clusters of proliferating
NPC. By days 3 and 5, a restoration of G6Pase was
observed in parenchymal cells (Figure 8, E and F). At
higher magnification with double histochemical stain-
ing for GGT and G6Pase, simultaneous expression of
both enzymes was noted in some NPC and in hepa-
tocytes usually within or adjacent to ductular-like



Progenitor Cells in GalN Liver injury 1615
AJP December 1993, Vol. 143, No. 6

Figure 7. Histochemical expression of GGT in the portal and periportal zone after GalN injury. A: Control, GGT activity is confined to mature bile
duct cells. B: Day 2, increased numbers of GGT labeled cells are seen in the periportal region that form NPC structures (arrow). A few granulocytes
are also GGT positive (arrow tips). C and D: Day 3, GGT positive cells form a prominent NPC network, expanding from portal regions into the
parenchyma. GGT staining is distributed diffusely throughout the cytoplasm. Some GGT positive cells in NPC structures bhave the morphological ap-
pearance of transitional cells. Mature bepatocytes do not express GGT. E and F: Day five; bepatocytes adjacent to periportal regions or in the vi-
cinity of GGT positive NPC clusters also express GGT. In some of these cells, the cytoplasm is diffusely stained, whereas in others, cytoplasmic stain-
ing is reduced and enzyme activity is localized at the canalicular membrane surface. Original magnification: A, B, D, and F, X600, C and E,

X 200.

structures (Figure 8F). These results are consistent
with the conclusion drawn above that some NPC be-
have like hepatocyte progenitor cells and follow the
lineage progression observed during hepatocyte dif-
ferentiation.

By comparing the timing of AFP and GGT ex-
pression in NPC, it becomes evident that the ex-
pression of AFP lags behind that of GGT by one

day. In addition, a smaller number of cells express
fetal AFP mRNA, although it is difficult to compare
directly results of histochemical staining with in situ
hybridization. However, it is clear that cells pro-
gressing through the hepatocyte lineage and show-
ing transient fetal AFP mRNA expression continue
to express GGT at the canalicular surface of differ-
entiating hepatocytes (cf Figures 5, 7, and 8).
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Figure 8. Simultaneous detection of fetal AFP mRNA and albumin mRNA by in situ hybridization and GGT and GGPase by bistochemistry. 355-
labeled fetal AFP mRNA (autoradiographic grains) and digoxigenin-labeled albumin mRNA (red). Counterstaining with hemotoxylin. A, B, and C:
Day 5 after GalN treatment; dual bybridization with AFP and albumin antisense strand probes (A and B) and AFP and albumin sense strand
probes (C). Not only bepatocytes (arrowbead, A) but also transitional cells (blunt arrows, B) in pseudoduct-like structures adjacent to proliferating
NPC express fetal AFP and albumin mRNAs. NPC express predominately fetal AFP mRNA (arrows, A). Control hybridization with AFP and albumin
sense strand probes (C) shows no autoradiographic grams or red color, respectively. D, E, and F: Dual bistochemistry for GGT and GG6Pase. D:
Control (day 0); mature bile duct cells positive for GGT and bepatocytes strongly positive for G6Pase. E and F: Day 5 after GalN injury, appear-
ance of dual staining in some cells which are either transitional cells or small bepatocytes (arrowbeads, F). Original magnification: A, B, and C,

X 1000, D and E, X200, F, X 1000.

Discussion

In our studies, we used the GalN model of liver in-
jury to identify of a subclass of liver NPC that possi-
bly represents liver progenitor cells. There were two
main reasons for choosing this model: 1) GalN
causes selective hepatocyte death and impairs the
proliferative capability of residual hepatocytes for
nearly 48 hours, which triggers a signal(s) for NPC

proliferation and 2) This model is not carcinogenic.
In our analysis, we use the term nonparenchymal
cells (NPC) to designate the compartment of cells
of endogeneous origin that after GalN treatment
proliferate from the portal areas and expand into the
parenchyma forming a network of GGT positive
cells in the liver lobule. These cells have been alter-
natively referred to as oval cells.5:12:14.30.35



The approach used previously to suggest a
precursor-product relationship between oval cells
and hepatocytes in vivo was to trace the transfer of
radiolabeled thymidine incorporated from oval cells
to hepatocytes.57:13:14.30 This approach, however,
has certain disadvantages in the case of extensive
tissue damage, including possible reutilization of
the labeled compound and marked dilution of la-
beled cells during the regeneration process.

In the present study, we took an alternative ap-
proach and followed serial changes in various mo-
lecular, enzymatic, and structural features of differ-
ent cell types during liver regeneration after GalN
injury; their morphological appearance, lobular lo-
calization, proliferative activity, and expression of
specific genes in the hepatocyte lineage. We fol-
lowed the kinetics of resurgence of two liver spe-
cific markers expressed in fetal hepatocytes (GGT
activity and fetal AFP mRNA) and two specific
markers unigue to hepatocytes (albumin mRNA and
G6Pase activity). These markers were expressed in
the NPC compartment that proliferates and ex-
pands from the portal region into healing necrotic
areas in the liver. With this approach, we showed
that a subpopulation of small nonparenchymal cells
(NPC) with scant cytoplasm, oval shaped, pale and
homogeneously stained nuclei (oval cells) that pro-
liferate significantly after GalN injection, increase in
size and differentiate through the hepatocyte lin-
eage. During this period, these cells recapitulate
the sequential liver specific gene expression pro-
gram observed during normal development. This
was conclusively demonstrated by simultaneous
detection of GGT and G6Pase, as well as fetal AFP
and albumin mRNAs, in single cells progressing
through the differentiation program. The NPC com-
partment proliferating after GAIN injury is heterog-
eneous and by our analyses contains at least two
types of liver epithelial cells: bile duct/canalicular
cells expressing GGT and progenitor cells express-
ing GGT and fetal AFP mRNA. This conclusion
stems from our analysis of the relative number of
cells expressing GGT activity and fetal AFP mRNA,
their localization, and the time course of GGT and
AFP mRNA expression during GalN induced liver
regeneration.

Our results show that activation and differentia-
tion of the putative liver progenitor cells requires
several days (illustrated schematically in Figure 9).
The first event after GalN injury is activation of liver
progenitor cells: his-3 mMRNA appears first in many
single duct-like epithelial cells (activated progenitor
NPC) in the periportal regions, while mature bile
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Figure 9. Sequence of events during differentiation of liver progeni-
tor cells through the bepatocyte lineage.

duct epithelial cells are only occasionally labeled.
After they proliferate, activated NPC begin to ex-
press AFP, which indicates that they were previ-
ously in a more or less dormant state. This conclu-
sion is based on two observations: 1) In liver
sections of control animals or in sections taken one
day after the injury, we found very few duct-like
cells expressing fetal AFP mRNA and no such cells
in mature bile ducts and 2) The synthesis of AFP
mRNA lags behind that of his-3 mRNA by at least
24 hours. Precise timing of the activation of the sec-
ond marker, GGT, cannot be determined because
mature bile-duct cells are positive for this marker. In
addition, our data cannot discriminate whether pro-
genitor cells in the periportal region express GGT
activity before or after their activation. In any case,
the expression of GGT in the expanded periportal
zone is well documented on day 2 following GalN
administration and precedes AFP mRNA expression
by approximately 24 hours (Figure 9).

Based on the above considerations, we conclude
that NPC proliferation is the first event in a cascade
that leads to initiation of maturation (a state of com-
petence), when progenitor cells express the early
fetal liver marker GGT (day 2). One day later, some of
the activated cells begin to express AFP, indicating
that they are now committed to progress through the
hepatocyte lineage. Two days later (day 5), all NPC
that are committed to undergo differentiation through
the hepatocyte lineage express AFP mRNA and
GGT. Some of these cells begin to express “later”
hepatocytes specific genes, eg, albumin mRNA and
G6Pase. These cells are still much smaller than ma-
ture hepatocytes but have a larger, more round-
shaped and darker stained nucleus and increased
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cytoplasmic compartment (transitional cells). Transi-
tional cells have also been observed and isolated
from rat liver at early stages of chemical carcinogen
treatment.4243 The morphological and biochemical
characteristics of transitional cells are intermediate
between bile duct epithelial cells and hepatocytes,
showing heterogeneous expression of albumin, AFP,
G6Pase, and GGT.#2-#4 In fact, Scoazec et al*> have
reported simultaneous expression of AFP and albu-
min in carcinogen-induced oval cells.

Our results raise the question of whether expres-
sion of GGT and AFP in hepatocytes reflects
retrodifferentiation/redifferentiation and not a termi-
nal differentiation of activated progenitor cells. We
think that the former possibility is unlikely for the fol-
lowing reasons: 1) Expression of his-3 mRNA in he-
patocytes begins on day 2, when not even single
hepatocytes are positive for GGT or AFP mRNA.
This suggests that hepatocytes first would have to
divide and then become reprogrammed, which is
not the sequence of events predicted during retro-
differentiation/redifferentiation.*¢-47 2) If the normal
sequence of events during hepatocyte proliferation
is DNA synthesis, followed immediately by serial
changes in specific gene expression (reflecting
hepatocyte dedifferentiation), we should have seen
a substantial number of hepatocytes expressing
GGT and AFP mRNA on day 3 and the bulk of he-
patocytes expressing these markers on days 4 and
5. However, on day 3, we saw only single hepato-
cytes expressing AFP mRNA or GGT. In fact, on
days 4 and 5, hepatocytes expressing fetal markers
were confined mainly to the area within or immedi-
ately adjacent to NPC structures. 3) Analysis of AFP
mRNA expression during liver regeneration after
partial hepatectomy or carbon tetrachloride toxicity
(where activation involves primarily hepatocytes)
showed that fetal AFP mRNA expression follows
hepatocyte proliferation. In these models of liver re-
generation, AFP mRNA expression is moderate (2
to 2.5 times above background), transient and can
be attributed to the limited proliferation of the NPC
compartment.4'48-51 On the other hand, activation
of AFP expression after GalN injury is 60 to 100
times higher than control levels.354" Therefore, the
appearance of fetal AFP mRNA during liver regen-
eration in all models probably reflects activation of
liver progenitor cells. We conclude further that: 1)
hepatocytes that proliferate after GalN injury do not
recapitulate the liver developmental/differentiation
program; and 2) in the GalN model of liver regen-
eration, we have identified two pathways for restora-
tion of hepatocyte mass: one utilizing liver progeni-
tor cells and the other using mature hepatocytes. At

present, however it is not possible to give a precise
assessment of the contribution of each pathway to-
ward restoration of liver parenchyma.

The signals governing the activation, proliferation
and differentiation of liver progenitor cells are
largely unknown. Cell death and/or inactivation of
hepatocyte function appears to play an essential
role in this process. We have found that lower doses
of GalN do not produce typical activation of NPC
but do cause proliferation of hepatocytes. GalN
hepatitis triggers a vast inflammatory response with
polymorphonuclear and mononuclear infiltration in
regions of focal hepatocyte necrosis. Endogeneous
and exogeneous macrophages and T lymphocytes
are known to be activated.#®52 This suggests a
possible role of cytokines and/or other factors re-
leased from these cells as participants in liver pro-
genitor cell activation.

Thorgeirsson and coworkers®® have reported par-
allel activation of NPC and Ito cells during liver re-
generation induced by 2-AAF and partial hepatec-
tomy. In other related models of rat liver
hyperplasia/neoplasia,®* there is close contact be-
tween nonparenchymal epithelial cells and Ito cells.
Twenty-four hours after GalN administration, we
have observed a proliferative response in other liver
nonparenchymal cell types, including Kupffer cells,
endothelial lining cells and Ito cells. During liver re-
generation, expression of a variety of growth fac-
tors, oncogenes, cytokines, extracellular matrix
components and autocrine/paracrine factors are
known to be modified.2555-57 How all these factors
and cell types participate in the liver regenerative
process, under what circumstances they are acti-
vated, and precisely how they induce restoration of
liver mass remain intriguing questions for future in-
vestigation.

Acknowledgments

The authors thank Drs. A. Skoultchi and N. Fausto
for providing his-3 mRNA and fetal AFP mRNA
probes, respectively, Dr. Elaine Alt for assistance
with liver morphology, Ms. Ethel Hurston for techni-
cal assistance, and Mrs. Emily Bobe for typing this
manuscript.

References

1. Sell S: Is there a liver stem cell? Cancer Res 1990, 50:
3811-3815

2. Gerber MA, Thung SN: Cell lineages in human liver
development, regeneration and transformation. The



10.

11.

12.

13.

14.

15.

16.

17.

Role of Cell Types in Hepatocarcinogenesis. Edited by
A. Sirica Boca Raton, CRC Press, 1992, pp 209-226

. Thorgeirsson SS: Hepatic stem cells. Am J Pathol

1993, 142:1331-1333

. Farber E: Similarities in the sequence of early histo-

logic changes induced in the liver of rats by ethionine,
2-acetylaminofluorene and 3-methyl-4-dimethylamino-
azobenzene. Cancer Res 1956, 16:142-148

. Tatematsu M, Ho RH, Kaku T, Ekem JK, Farber E:

Studies on the proliferation and fate of oval cells in the
liver of rats treated with 2-acetylaminofluorene and
partial hepatectomy. Am J Pathol 1984, 114:418-430

. Rubin E: The origin and fate of proliferated bile ductu-

lar cells. Exp Mol Pathol 1964, 3:279-286

. Grisham JW, Porta EA: Origin and fate of proliferated

ductal cells in the rat: electron microscopic and auto-
radiographic studies. Exp Mol Pathol 1964, 3:242-261

. Inaoka Y: Significance of the so-called oval cell prolif-

eration during azo-dye hepatocarcinogenesis. Gann
1967, 58:355-366

. Ogawa K, Minase T, Onoe T. Demonstration of

glucose-6-phosphatase activity in “oval cells” and the
significance of oval cells in azo-dye carcinogenesis.
Cancer Res 1974 34:3379-3386

Sell S: Distribution of a-fetoprotein and albumin-
containing cells in the livers of Fischer rats fed four
cycles of N-2-fluoronylacetamide. Cancer Res 1978,
38:3107-3113

Sell S, Salmon J: Light- and electron- microscopic au-
toradiographic analysis of proliferating cells during the
early stages of chemical hepatocarcinogenesis in the
rat induced by feeding N-2-fluorenylacetamide. Am J
Pathol 1984, 114:287-300

Germain L, Goyette R, Marceau N: Differential cyto-
keratin and a-fetoprotein expression in morphologi-
cally distinct epithelial cells emerging at the early
stage of rat hepatocarcinogenesis. Cancer Res 1985,
45:673-681

Evarts RP, Nagy P, Marsden E, Thorgeirsson SS: A
precursor-product relationship exist between oval
cells and hepatocytes in the rat liver. Carcinogenesis
1987, 8, 1737-1740

Evarts RP, Nagy P, Nakatsukasa H, Marsden E, Thor-
geirsson SS: In vivo differentiation of rat liver oval cells
into hepatocytes. Cancer Res 1989, 49:1541-1547
Germain L, Blouin M-J, Marceau N: Biliary epithelial
and hepatocytic cell lineage relationships in embry-
onic rat liver as determined by the differential expres-
sion of cytokeratins, a-fetoprotein, albumin, and cell
surface-exposed components. Cancer Res 1988, 48:
4909-4918

Coleman WB, Wennerberg AE, Smith GJ, Grisham
JW: Regulation of the differentiation of diploid and
some aneuploid rat liver epithelial (stem like) cells by
the hepatic microenvironment. Am J Pathol 1993, 142:
1373-1382

Braun L, Goyette M, Yaswen P, Thompson NL, Fausto
N: Growth in culture and tumorigenicity after transfec-

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

Progenitor Cells in GalN Liver Injury 1619
AJP December 1993, Vol. 143, No. 6

tion with ras oncogene of liver epithelial cells from car-
cinogen treated cells. Cancer Res 1987, 47:4116-
4124

Braun L, Mikumo R, Fausto N: Production of hepato-
cellular carcinoma by oval cells: cell cycle expression
of c-myc and P53 at different stages of oval cell trans-
formation. Cancer Res 1989, 49:1554-1561

Goyette M, Faris R, Braun L, Hixson D, Fausto N: Ex-
pression of hepatocyte and oval cell antigens in hepa-
tocellular carcinomas produced by oncogene-
transfected liver epithelial cells. Cancer Res 1990, 50:
4809-4817

Farber E: On cells of origin of liver cell cancer. The
Role of Cell Types in Hepatocarcinogenesis. Edited by
A. Sirica Boca Raton, CRC Press, 1992, pp 1-28

Sell S, Dunsford HA: Evidence for the stem cell origin
of hepatocellular carcinoma and cholangiocarcinoma.
Am J Pathol 1989, 134:1347-1363

Fausto N: Hepatocyte differentiation and liver progeni-
tor cells. Curr Opin Cell Biol 1990, 2:1036-1042
Marceau N: Biology of diseases. Cell lineages and dif-
ferentiation programs in epidermal, urothelial and he-
patic tissues and their neoplasms. Lab Invest 1990,
63:4-20

Sirica AE, Mathis GA, Sano N, Eimore LW: Isolation,
culture, and transplantation of intrahepatic biliary epi-
thelial cells and oval cells. Pathobiology 1990, 58:
44-64

Reid LM: Stem cell biology, hormone/matrix synergies
and liver differentiation. Curr Opin Cell Biol 1990,
2:121-130

Sell S: Is there a liver stem cell? Cancer Res 1990, 50:
3811-3815

Hixson DC, Faris RA, Thompson NL: An antigenic por-
trait of the liver during carcinogenesis. Pathobiology
1990, 5:65-77

Lesch R, Reutter W, Keppler D, Decker K: Liver resti-
tution after acute galactosamine hepatitis: autoradio-
graphic and biochemical studies in rats. Exp Mol
Pathol 1970, 12:58-69

Medline A, Schaffner F, Popper H: Ultrastructural fea-
tures in galactosamine-induced hepatitis. Exp Mol
Pathol 1970, 12:201-211

Lemire JM, Shiojiri N, Fausto N: Oval cell proliferation
and the origin of small hepatocytes in liver injury in-
duced by D-galactosamine. Am J Pathol 1991, 139:
535-552

Decker K, Keppler D: Galactosamine induced liver in-
jury. Progress in Liver Diseases. Edited by H Popper
and F. Schaffner. New York, Grune & Stratton, 1972,
pp 183-199

Decker K, Keppler D: Galactosamine hepatitis: key
role of the nucleotide deficiency period in the patho-
genesis of cell injury and cell death. Rev Physiol Bio-
chem Pharmacol 1974, 71:78-106

Bachmann W, Harms E, Hassels B, Henninger H, Re-
uter W: Studies on rat liver plasma membrane, altered
protein and phospholipid metabolism after injection of



1620

Dabeva and Shafritz

AJP December 1993, Vol. 143, No. 6

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

D-galactosamine. Biochem J 1977, 166:455-462
Kuhimann WD, Wurster K: Correlation of histology and
a-fetoprotein resurgence in rat liver regeneration after
experimental injury by galactosamine. Virchows Arch
[A] 1980, 387:47-57

Tournier |, Legres L, Schoevaert D, Feldmann G, Ber-
nuau D: Cellular analysis of alpha-fetoprotein gene ac-
tivation during carbon tetrachloride and D-galactos-
amine-induced acute liver injury in rats. Lab Invest 198,
59:657-665

Alpini G, Aragona E, Dabeva M, Salvi R, Shafritz DA,
Tavoloni N: Distribution of albumin and alpha-
fetoprotein mRNAs in normal, hyperplastic and pre-
neoplastic rat liver. Am J Pathol 1992, 141:623-632
Shalaby F, Shafritz DA: Exon skipping during splicing
of albumin mRNA precursors in Nagase analbumin-
emic rats. Proc Natl Acad Sci USA 1990, 87:2652-
2656

Rutenburg AM, Kim H, Fischbein JW, Hanker JS,
Wasserkrug HL, Seligman AM: Histochemical and ul-
trastructural demonstration of y-glutamyl transpepti-
dase activity. Histochem Cytochem 1969, 17:517-526
Teusch HF: Improved method for the histochemical
demonstration of glucose-6-phosphatase activity. His-
tochemistry 1978, 57:107-117

MacDonald JR, Beckstead JH, Smuckler EA: An ultra-
structural and histochemical study of the prominent in-
flammatory response in D(+)-galactosamine hepato-
toxicity. Br J Exp Pathol 1987 68:189-199

Lemire JM, Fausto M: Multiple a-fetoprotein RNAs in
adult rat liver. Cell type specific expression and differ-
ential regulation. Cancer Res 1991, 51:4656-4664
Sells MA, Kabyal SL, Shinozuka H, Estes LW, Sell S,
Lombardi B: Isolation of oval cells and transitional
cells from the livers of rats fed the carcinogen DL-
ethionine. JNCI 1981, 66:355-362

Sirica AE, Cihla HP: Isolation and partial characteriza-
tion of oval and hyperplastic bile-ductular cell-
enriched population from the livers of carcinogen and
noncarcinogen-treated rats. Cancer Res 1984, 44:
3454-3466

Sell S: Comparison of oval cells induced in rat liver by
feeding N-2-fluorenylacetamide in a choline-devoid
diet and bile duct cells induced by feeding 4,4'-diami-
nodiphenylmethane. Cancer Res 1983, 43:1761-1767
Scoazec J-Y, Moreau A, Feldmann G, Berneau D: Cel-
lular expression of a-fetoprotein gene and its relation

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

to albumin gene expression during rat azo-dye hepa-
tocarcinogenesis. Cancer Res 1989, 49:1790-1796
Uriel J: Retrodifferentiation and the fetal patterns in
gene expression in cancer. Adv Cancer Res 1979, 29:
127-174

Ibsen K, Fishman WH: Developmental gene expression
in cancer. Biochim Biophys Acta 1979, 560:243-280
Chiu JF, Gabryelak T, Commers P, Massari R: The el-
evation of a-fetoprotein messenger RNA in regenerat-
ing rat liver. Biochem Biophys Res Commun 1981, 98:
250-254

Panduro A, Shalaby F, Shafritz DA: Transcriptional
switch from albumin to a-fetoprotein and changes in
transcription of other genes during carbon tetrachlo-
ride induced liver regeneration. Biochemistry 1986,
25:1414-1420

Petropoulos CJ, Andrews G, Tamaoki T, Fausto N:
a-Fetoprotein and albumin mRNA levels in liver regen-
eration and carcinogenesis. J Biol Chem 1983, 258:
4901-4906, 1983

Petropoulos CJ, Yaswen P, Panzica M, Fausto N: Cell
lineages in liver carcinogenesis: possible clues from
studies of the distribution of a-fetoprotein RNA se-
quences in cell populations isolated from normal, re-
generating and preneoplastic rat livers. Cancer Res
1985, 45:5762-5768

Jonker AM, Dijkhuis FWJ, Kroese FGM, Hardonk MJ,
Grond J: Immunopathology of acute galactosamine
hepatitis in rats. Hepatology 1990, 11:622-627

Evarts RP, Hu Z, Fujio K, Marsden ER, Thorgeirsson
SS: Activation of hepatic stem cell compartment in the
rat: role of transforming growth factor alpha, hepato-
cyte growth factor and acidic fibroblast growth factor
in early proliferation. Cell Growth Differ in press, 1993
Novikoff PM, lkeda T, Hixson DC, Yam A: Character-
ization of interactions between bile ductule cells and
hepatocytes in early stages of rat hepatocarcinogen-
esis induced by ethionine. Am J Pathol 1991, 139:
1351-1368

Fausto N, Mead JE: Biology of disease. Regulation of
liver growth: protooncogenes and transforming growth
factors. Lab Invest 1989, 60:4-13

Michalopoulos GK: Liver regeneration: molecular
mechanisms of growth control. FASEB J 1990, 4:176-
187

DuBois RD: Early changes in gene expression during
liver regeneration: what do they mean? Hepatology
1990, 11:1079-1082



