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Supplementary Figure 4. Profiles of CD62L expression for secondarily stimulated CD8+Ly5.1+OT-I T cells.
The numerical analysis of this response is illustrated in Fig. 4. The Ly5.2+ recipients that were given divided
CD62Llo or CD62Lhi CD44hiCD8+Ly5.1+OT-I MLN or spleen T cells derived at (A) d3.5, (A) d8 or (C) d28 after
primary challenge were infected i.n. with the HK-OVA virus at d32 to 40 after cell transfer. The OT-1 T cells
recovered from spleen, BAL, lung and MLN 8d later were assessed for CD62L expression.


