Library ID Library Description 1° screen 2° screen 3° screen
1 DNase | shuffled (BC9) 480 34 10
2 Reshuffled BC9 hits 600 32 -
3 Synthetically shuffled 588 29 7

( Family shuffled genomic IFN-o Library )

BC9 (Library 1)

Primary Screen

480 Clones in HTS Ty1 Assay

v

Secondary Screen

Top 32 clones >or = to IFN-a.8

v

Tertiary Screen

Top 10 clones >or = to IFN-a.8

B9.1.1 and B9.1.2 ]

[ identified as the best hits

[ 15 B9X variants created ]

A4

Functional characterization of

the B9X variants

v

)

Identification of
B9X14 and B9X25




