
Figure 6
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Thermus-th   1 MAPVLENRRARHDYEILETYEAGIALKGTEVKSLRA-GKVDFTGSFARFEDGELYLENLYIAPYEKGS-YANV 71
Aquifex      7 IIPIAENKEAKAKYDILETYEAGIVLKGSEVKSLREKGTVSFKDSFVRIENGEAWLYNLYIAPYKHAT-IENH 78
Thermotoga   10 VKVVATNKKAYTDYEILETYEAGIVLTGTEVKSLRN-GSVNFKDSFCRFKNGELYLLNLHIPPYSHGGVY-NH 80
Mycobacterium 9 RQIVASNRKARHNYSIIEVFEAGVALQGTEVKSLRE-GQASLADSFATIDDGEVWLRNAHIPEYRHGS-WTNH 79
B.subtilis   6 GKVLSQNKKANHDYFIEETYETGIVLQGTEIKSIRA-GRVNLKDSFAKIERGEVFLHNMHVSPYEQGNRY-NH 76
Synechococcus 7 IKVLSENRQARFQYEILETFETGIELLGTEVKSIRA-GKVNLRDGFALVRNGEVWLHNIHISPHQQASAYYNH 78
Rickettsia   5 KKVIVQNKKALFNYFIEEILEAGIVLKGSEVQSLRQ-GKASIEESHASDNGHEVFLYNCHITEYEKANRF-NH 75
E.coli       11 SATIALNKRARHEYFIEEEFEAGLALQGWEVKSLRA-GKANISDSYVLLRDGEAFLFGANITPMAVASTHVVC 82
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Thermus-th   DPRRKRKLLLHKHELRRLLGKVEQKGLTLVPLKIYFNERGYAKVLLGLARGK
Aquifex      DPLRKRKLLLHKREIMRLYGKVQEKGYTIIPLKLYWKN-NKVKVLIALAKGK
Thermotoga   DPERPRKLLLHKRELKRLMGKVQEEGVTIVPLKIYFNDRGIAKVEIAVARGK
Mycobacterium EPRRNRKLLLHRRQIDTLVGKIREGNFALVPLSLYFAE-GKVKVELALARGK
B.subtilis   DPLRTRKLLMHRKEINKLIGLTKEKGYSLVPLKLYLKN-GFAKVLLGLGKGK
Synechococcus DPLRTRKLLMHREEIRKLIGKVEQKGLTLVPLKMYLKQ-GWVKVTLGLGRGK
Rickettsia   STRRPRKLLLHAKEIKKIIGRIRIKGYTLVALSMYFNKKNKVKVELGIAKGK
E.coli       DPTRTRKLLLNQRELDSLYGRVNREGYTVVALSLYWKN-AWCKVKIGVAKGK
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