Lmon; Listeria monocytogenes
Bsub; Bacillus subtilis

Bant; B. anthracis

Bste; B. stearothermophilus
Efae; Enterococcus faecalis
Cdif; Clostridium difficile

Cace; C. acetobutylicum

Gsul; Geobacter sulfurreducens
Rpro; Rickettsia prowazekii
Pgin; Porphyromonas gingivalis
Ctep; Chlorobium tepidum
Scoe; Streptomyces coelicolor
Cdip; Corynebacterium diphtheriae
Mavi; Mycobacterium avium
Mbov; M. bovis

Mtub; M. tuberculosis

Mlep; M. leprae

Tpal; Treponema pallidum
Tden; T. denticola

Drad2.6; Deinococcus radiodurans
Ccre; Caulobacter crescentus
Tfer; Thiobacillus ferrooxidans
Xfas; Xylella fastidiosa

Paer; Pseudomonas aeruginosa
Pput; P putida

Sput; Shewanella putrefaciens
Vcho3.0; Vibrio cholerae

Cjej; Campylobacter jejuni
Hpyl; Helicobacter pylori
megaplasmid (Dr) b
Drad0.4 *

megaplasmid (Dr) a
Vcho1.1 *

P1 (Ec; Escherichia coli)

P7 (Ec)

pMT1 (Yp)

QpH1 (Cb; Coxiella burnetii )
pMOL28 (Re; Ralstonia eutropha)
F (Ec)

pO157 (Ec O157)

N15 (Ec)

pCD1 (Yp; Yersinia pestis)
pYVe227 (Ye; Y. enterocolitica)

L 5 m m m o e e o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e eeeemaaoos
. | R R R NI~ NG
. | I o NG
. | o . KSFSCFRAKI KW EEEI EVGE GG
. MT
. | R R R NN~ NG
. | o —————— M
. | o S —————— MA
. M
. | R R R EIENrEI~S NG
. | N I T —————— MG
L 5 m m m o e e o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e emeeeeaos
. MDDQSWDDTPI AAAARRAAQVMTPNTL HLPRPERT
| R .. MRI LHTTYPPLRRPKHR
. | .. MTPPTPTPEAAHNPTMNVSRETSTEFDTPI GAAAERAVRVL HTTHEPL QRPGRR
. MBAPWEPVAAGPSAL VRSGQASTI EPFQREMTPPTPTPEAAHNPTMNVSRETSTEFDTPI GAAAERAVRVL HTTHEPL QRPGRR
. MRVLHTTYDPLCRPCHR
. | R R NI~ MG
. | I S ——————— MG
. | ... MTDHAGGDPAARHSENCSRL W CAPL RGSNRQAPRRCAGGARSDRRGM
. MBANPL
. | T R R EE,.™. NEI RPVAM
. | I —————— MA
. | o ————— MA
. MA
| R R R NN~ VG
. | N I N —————— VG
. | o S —————— VB
. MVB
1 - MRRDTFAGRRTQQPACQ HRFARTDKCYRHQKNPAERRHFGL SQCPHRES! VFVYTKMYI LLMDVDRVQVRAFRANI AEYL EQAL QGQRI VI ERHGGPVAAL VPLADL YQI TRKEKANMG
. I -, M/SAV
. MT
. [ MKREQTI ENLYQLAQL TQQVQADRI El VL EERRDEHFPPVBKAL METRSGL TRRKL DEAI AKVEEAGHQFTKNNANHYS! SLSEAHM. MDAAGVPKFHERKKNNENKP
| VBDSSQL HKVAQRANRM. NVL TEQVQL QKDEL HANEF YQVYAKAAL AKL PL L TRANVDYAVSEVEEKGYVFDKRPAGSSMKYAMSI QNI | DI YEHRGVPKYRDRYSEA
| —— MKRDYGGVGTI ALRASAL LKAMSQDI EDQRKEFNQTEYYQTFTRNAVAKL PKLSRRI VEQAI KEMEDDGYQFNKKQVGNVEQYALTI Q\WI DI YAHRKI PKYRDI HKSP
. [ —— MKRDYGSVGT| ALRASALLQAMSRDI EEQRKEFNL TEYHQTYTRNAVAKL PKLSRRI VEL AVKEMEESGYEFNKKQVGNVEQYALTI Q\WI DI YAHRQI PKYRDI HKAP
1 ----- MLETQ TPYGTETPEQLMVDKFYQAGNEM.LTLRNY! TSPDKRKKSRTWGAI EAAKM/GVSAPTFRKLLESDNEVPG | | EENENGRKI KKYTLTAI NNLREKAKTRYKRPKGSKP
. | N o I —— MQW RAELKPVPRRGPG
| — MFRVKLVETLNQC! NAGHEMTKAI Al AQFNDDSPEARKI TRRWRI GEAADLVGVSSQAI RDAEKAGRL PHPDVEI RGRVEQRVGYTI EQl NHVRDVFGTRLRRAEDVFP
. [ —— MFRVKLVETLNQC! NAGHEMTKAI Al AQFNDDSPEARKI TRRWRI GEAADLVGVSSQAI RDAEKAGRL PHPDIVEI RGRVEQRVGYTI EQl NHVRDVFGTRLRRAEDVFP
. |- VBLI NLLKDCI NRGQEMTRAI Al AQFGDDSPEARRI TRRAG TEVADLI GVTPQAI RDAEKAGRL PAPDFEMRGRVERRAGYTI DQl SHVRSVFGNPNQRPDDKNP
. | MDLKSTLDRCI ERGQFMIQEl AKSQFGNDSPAARTI TRRWRI TEAAELVGVTPQTI RNYEDSGKLPPPDTAM GRVEQRTGYSI QQl NDVRDVFKTRL SKPKGENP

1 MFYYKDANFI El | HUWNLKSTLDRCl ERGQFMIQEl AKSQFGNDSPAART! TRRWRI TEAAELVGVTPQTI RNYEDSGKL PPPDTAM GRVEQRTGYSI QQ NDVRDVFKTRL SKPKGENP

PNMNNEFEPFNEFENNBAENDNPRE

4



Walker A Box IV
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