Lmon; Listeria monocytogenes
Bsub; Bacillus subtilis

Bant; B. anthracis

Bste; B. stearothermophilus
Efae; Enterococcus faecalis
Mawvi; Mycobacterium avium
Mbov; M. bovis

Mtub; M. tuberculosis

Mlep; M. leprae

Cdip; Corynebacterium diphtheriae
Scoe; Streptomyces coelicolor
Cdif; Clostridium difficile

Cace; C. acetobutylicum

Rpro; Rickettsia prowazekii
Hpyl; Helicobacter pylori

Cjej; Campylobacter jejuni
Ctep; Chlorobium tepidum
Pgin; Porphyromonas gingivalis
Gsul; Geobacter sulfurreducens
Drad2.6; Deinococcus radiodurans
Tpal; Treponema pallidum
Tden; T. denticola

Ccre; Caulobacter crescentus
Paer; Pseudomonas aeruginosa
Pput; P putida

Sput; Shewanella putrefaciens
Vcho3.0; Vibrio cholerae
Xfas; Xylella fastidiosa

Tfer; Thiobacillus ferrooxidans
megaplasmid (Dr) b t
Drad0.4

megaplasmid (Dr) a t
pMOL28 (Re; Ralstonia eutropha)
QpH1 (Cb; Coxiella burnetii )
F (Ec; Escherichia coli )
pO157 (Ec O157)

N15 (Ec)

pCD1 (Yp; Yersinia pestis)
pYVe227 (Ye; Y. enterocolitica)
Vcho1.1 *

P1 (Ec)

P7 (Ec)

pMT1 (Yp)

-------------------- MTQPL RKKGGL
-------------------- MTQPSRRKGGL
-------------------- MTQPSRRKGGL
-------------------- MTQSL CKKGGL
--------------------- MAQETRKGGL

AALI PTG - - - - - PADGE- - - === --- - SGPPTLGPRMG: - - - = === === m o e o me o e SATADWI GGPVPDTS- - - - - - -
AALI PTG - - - - - PADGE- - - - - - =---- SGPPTLGPRMG - - < = === === === -mzomam- SATADWI GGPVPDTS: - - - - - -
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SACWAS- - - - - - - RR- RAGSGPG: - - - = - = = = = = = = = = = = = x = m ot m e oo

DALFAS- - - - - - - EG GAG: = - - = = = = = = = = = m ot i
SPLSLR- - - - - - - QLIVDEHEGVS- - = - - = = = = = = = = = = & o m ottt il
LALG ------- ETPVDLS- - - - = - = - = = m m = m ot m e
AALLG - - --- - - ESAKLAQG: - - = - - = = = = = = = = = = m @ m ot oo

------ VBLREKLAAKAGN! KVTAEDL EKAAARGPQAPRTAPGQL MHVQGKVERQANE] AQLR: - - = = = = = = = = = = = = = & £ £ @ ot ot ot e oo iii o iiao e
--------- MDNSKRNI HNSGPL GMLVKNGQ K

1 - MKRAPVI PKHTLNTQPVEDTSL STPAAPMWDSL
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1 - MKNRSI LKNAPNI ETFMSNNHNAPQKAPSVSPI
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1 MVWKRSPVLRNAPSI NFDDAKPAI SNAEPSVSAP

ENSAESNEGTVVLNKAAPSYFKT- - - = - - = - = = =« o & ot ot et et et ettt i i
ARVG: - - VIMARGNAI TLPVOGRD- - - - = = = = = = = = = = =« = = = = = & = @ @ o @ ottt @i o il VK
ARVG- - - VIMARGNAI TLPVOGRD- - - - = = = = = = = = = = = = = = = = % & = £ &=t @t @t ot o i o i i VK
GDLQSKLSSLSGNSI TLPVOGRN: - - - = = = = = = = = = =« = =« = % &= % @& & @ o @t o i i il VT
SQLASRVSGVKGNTI VLPVOGRN: - - = = = = = = = = = = %« % & & m @t @ m e ettt e e VA
SQLASRVSGVKGNTI VLPVOGRN: - - - = = = = = = = = = = < % = % £ & £ @ ot ot ot ot i ool VA
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------------------ MBKKNRPTI GRTLNPSJJL SGFDSSSASGDRVEQVFKLSTG: - - - = = = = = = = =« = =« = <« 2 < w e oe e e e oeeoeeoee e oee oo e oo oo oo - RQAT
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NEETVONI Al KEI' KPNPYQPRKI FDA- - - - -
SEETVEEI Kl ADLRPNPYQPRKHFDD- - - - -

KEETVREVS! HDLHPNPYQPRKTFQP ) i LQ
VTE] LLNELRPNPYQPRKTFDE- - - - - TSEQ \VFQ KSAVKG - - - NE

- - - - PVGAVYREI SPADI ERNPRQPRQVFDE- - - - - :

- - - - VMGAI YRE] PPSAl EANPRQPRQVFDE- - - - -

- - - - VMA! YREI PPSAl EANPRQPRQVFDE- - - - - 1 LQ

- - - - AVGAVYREI AL SDI| TENPCQPRQVFDD- - - - - EA LLQ PASGSCGDTRYQ

- - - - GTGTQVQTEKI ERI|AQAAYQPRQVFEP
- - - - GGVQTVHYLDPTLLQANPHQARRTFAQ - - - - E
- - - -1 SEDSI | NI\ DPKLLQPNPYQPRKTFDE- - - - - El
- - - - EQFGGSREAP| El LQRNPDQPRRTFRE- - - - - El
- - - - ADRREL QQI| PL DL MORGKYQPRRDVDP
- - - - | DQKEL QHL PVELYQRGKYQPRRDVDP
- - - - EKKEELI HUDLDLLQPGKYQPRKDVEP
- - - - SAEGELADLSI SNLKPG YQPRKDLSP
- - - - LPGEVLRTLQ TQIQPSKYQPRREMSE- - - - - P
AANVREVPLDVL QRGRYQPRGLI SA:- - - - - E
---- VI ALDEI EVI PGFNPRSVI ESESPFTP
QANDI RALPVNEIKVGST@PRRSFDL
- - - - PWGHTSTLRVDQURAGSQQPRRQFGT
- AELESARVSGAVDVPI DQLHEVPGRRRFMPP- - - - EK
- - - - QAGI EFTEHEL| FVYDPKECEPWEYANRQDEEL
FTLEVLRGDSVEKTSRWS- GNERDQELLTE- - - - -
FTLEVLRGDSVEKTSRVWS- GNERDQELLTE- - - - -

megaplasmid (Dr) b t
megaplasmid (Dr) a t
pMOL28 (Re)

pO157 (Ec O157)

FTLKVI AAPDVESKT! VFS- GNERNQALLSE- - - - - T EHNG - - -- NI
FTLKVI AAPDVESKT! VFS- GNERNQALLSE- - - - - T EHNG - --- NI

ParB box | ParB box Il

N- TDKG - - - YE
K- SLKG- - - - XD
K- SI KG - - - YE
R-VPI G - - - FE

Al KESASGARYQ
SLAGSQTGVRYQ
SLAGSQTGVRYQ

RVKESP- DERYE
PTEPGR- - - - YE

EKEI VN- | DI DKI| YPNEVQPRKQFDE- - - - - E VLQ MDENNK- - - -
ENSSSQKI SLNLI KPNEGQPRKNFDS- - - - - EKIVQ e K- KGKQ - - - YI

PVS- - ET- - QYE
HLP- - TG - GYE

KHPHPHDDVKYE
RVSG - - - - VI

SG - --- VI
RTSG- - - - |

KTADG: - - - Kl
GVRRATG - - - Kl
MVGE- - - - - RI
EVNG- - - - - LI

R- DLTEEEMVEL
VR- ELSEALVMREI AL

VR- ATEDEKL L LDAL
| K- DI DVKDI MEI AL
I | - DATEKE! LEI SL
| K- NFDTRESMVEVAL
V- DI EQEKVREVAL
LAFI A- DI DENKLRELAL
PAYVI EAHEDASKLELAL
PAYI K- TEEDEHVVEMAL
Wl Q DVSEDTALEMAL
PVM|R- DLGDREALEI Al
VR- TCDHEKKLAI AL
LR- SFEEKKKLEVAL
Pl MR- ELDDLAVLEI G

R- QL SNEQARAAAL]
VK- SLTDQEAAVI AL
G ELSSDEADTGAFYA

TAI | TGSDYRVL
Al LTGSDYKVL|
Al LTGSDYKVL|

RVEC! LAGKEFE

RASAI LENVGLRVL

AE- NI NAEHAKFLS
DQEl SVQEAQONLAKD
Cl ENETKFEI LMTKDEI SLADARQLAIDI
Cl ENNVKFEI LMTKDDI SLADARQLAKDI

=RoRGRORMOROROEOROGES|
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123
127
101
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164
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127
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126
114
130
132
134
135
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136
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139
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134
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125
167
164
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165
165
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148
148



Lmon 123 EAESYQFLMKKLS- - LTQAKEAERVCGKS PEENMQVM-RDGSLSAGHGRVLEGLKL - KKN- - - - - | | PTAKKAVAQGLTVRQLEDVVNNLNENVS- - - - - - - - - - - - - - 220

Bsub 123 EAQAYDSLLKHLD- - LTQEQEAKRLGKS QQLI AEGTLSMBHGRTLEGLKN- KNK- - - - - LEPLVQKVI AEQLNVRQLEQLI QQALNQNVP- - - = = = == = = = = - - 220
Bant 124 EAVMAYOVLMNELN- - VIQEQEAKCLGKS] QDM ANGQLSMAHGRTLETI KD- EEQ- - - - - LKSLLKRI EKEGLNVRQLEKI VQEI NQSVS- - - - - - - - - - - - - - 221
Bste 128 EAVAYKMLNDKLH- - LTQEEMASRVGKS QKLLI DGTLSMEHGRALEGALKQ- KSK- - - - - VKSI VERTI REGENVRQLEKLI QQANENVS- - - - - - - - - - - - - - 225
Efae 102 EAEAYEMLMKNLK- - LTQAEMAERL GKS) KAMVOKQSMVBMBQARTLEGLKN: KEQ- - - - - LLPLANRCI KDNLTVRQLEQLVAELNETQG - - = - = = = == = = - - 199

Mavi 166 EAAAYQQULDEFG - VITH Rl GRS QRRVAAGVIISAGHARALIISLEAGPEA- - - - - QEELATRIVAEGLSVRATEEAVTLANRAG- - - - = - - === - - - - - 263
Mbov 165 EAAAYQQULDEFG - VITH RI QRRVAAGVL SAGHARALIISLIEAGPEA- - - - - QEELASRI VAEGLSVRATEETVTLANHEAN- - - - - - - - - - - - - - 263
Mtub 165 EAAAYQQLLDEFG - VIIH RI GRS QRRVAAGVL SAGHARALESLEAGPEA- - - - - QEELASRI VAEGLSVRATEETVTLANHEAN- - - - - = <= - = < - - - 263

Mlep 165 EAAAYQQLLDEFE- - VITH SRI|GRS QRRVAAGVL SAGHARALSL EANPEV- - - - - QEELASRI | AEGLSVRATEEAVKLANHEVN- - = - = = == = = = - - - 263
Cdip 207 EAAAYQQLLEEFG - VIIQNEEADRL QRKVAAGVL SAGHARALE GVKAGEDT- - - - - QAELAQRI | AEGLSVRATEEAVTLLNRGE- - = == == === === - - 304
Scoe 162 EAFAYDQLLKDFN- - CTH DRI GRSRPQ QNRVAAGVLSAGHARALE SVDD- PEE- - - - - QDRLAHRI VAEGLSVRSVEE! VTLMGSRPQ- - - - - === === = - - 259
Cdif 132 EALAYKSLI EHYN- - VIQEENSEAVCKS) | EM DSGRI TAGHGKALERI AD- KDL- - - - - QLQ AKKI EEEELSVREVENI AKKI SENKQ- - - - === === === - 229

Cace 128 EALAYKRLLEDFN- - LTQE
Rpro 124 EARGFKYLVENFN- - YTVEI
Hpyl 133 LARSYKELLESYQ - MIQEl
Ciej 131 LANSYKDLMVHK- - | TQEl
Ctep 137 VALALRSLVTKCN- - LT
Pgin 127 | SLAYQKLI ETYD- - LTCE
Gsul 115 EAEAYHALMENFG - LTQE
Drad2.6 131 EARAYQALLDQG - - LNQE
Tpal 133 EARAYQHI MDLGN- - LSHE|
Tden 135 EALAYQEIVELAA- - | NQEI

SQRI|CKS QEYLI DGVI|SEGHGRVLESI AD- KEL- - - - - QYKI SQKI' | DEDLSVRATEKLLKTYKETTE- - - = === - === = - - 225
ERLEKS QDKLNENI LSMEHARCLENHEY- - - - - - - - - AEE] ADHI | NHDLNVRQTEALVRQWHKN- - - = = - - = = = = = - - - - 216
SKI VKKS QNAL L EEKI TSGHAKVLYGLDG - EK- - - - - QELI LNSI | GOKLSVRQTEDLARDFKI N- - - = = =< = o= oo - - 227
ELI HKSRTQ DI RTQEL ASGKI| SQGHAKVLYGLDQKDEK- - - - - - - MLVDSI | GKLNVRDTEKI VKKI KNN- - - - - = = = = = == = - - - 225
QKVEKI PRQIQDSI RTREl SSGHARALENLPS- - - - - - EHL QL KWARQI MARQLSVRQTEAL VNNVFKDKP- - - - - - = = - = - - - - 234
STRVGKK PGENQ G TQKKI DMEHARALESI PD- PEH- - - - - QLAL YAE] | RQALSVRAVESLAAHYREE- - - - - - - - = - - - - - - - 222
KRVGKD PVERKRDI VEERLAMGHARAVIEALDS- DAQ- - - - - | KEARDAI | KGNLTVREAEGLVKRLKAG - - - - === === - - - - - 210
QAVICKG PEPNL RALDEGS| SASHARAVIETQPE- - AD- - - - - RLWAFEQI RSRGLNVREAEALKRERGG - - - - - - === === - - - - 223
QRVEK PPENQQSLSSRTLSAGHARALESETD- MQL- - - - - CVSVAQYMVTHAL SVRAAEECVACLNRGGSLHDYAGARAHTAAS 244
KRVEKS PEEMKDALRVNKI TAGHARSLESI VN- PAD- - - - - QKI LFSRI LESELSVREAESMAADLNSG - - - - === === - - - - - 230

Ccre 136 EALSYKVLMEKFE- - RTQENFAQT| GKS) PDENQSYLVSGEL TAGHARAI AAAAD- - P- - - - - - - VALAKQ | EGAISVRETEALARKAPN: - - = = = === o mc e x 227
Paer 137 BAAALQRLQQEFQ - LT EAVCGKS PEENKTLLSHGDLE GPA--ER----- QVEGARHVVAHGL TVRQTEALVRQWTHA- - - - = - = == = = - - - - - 231
Pput 137 EAMALQRLQQEFE- - LT DAVCKS PDANKTMLAHGDLE GLDE--NR-- - - - QEEGARHVWWARGL TVRQTEALVROALSD- - - - = = = == = === = - - 231
Sput 140 EAI ALOREMQEFE- - LT DWGKS NEPVKRLLEYGDI Al EG - EE- - - - - QTNLARLVAAKELTVRETERLI NQTLN- - - - - - - - - oo oo oo - - 233
Vcho3.0 140 EAQALERLONEFN-- LT EVI GKS SDDVYKRLLETKQLE MLEG - EQ - - - - QVEl AQQVAKKQLTVRQTEQLVKKCLS- - = = == == === o= - - 233
Xfas 144 EAQALQRLI DEFS- - LTHAEAREAVGERS PLAIRTLLQSRRLE TLAP--EL----- ADKLAKEAADQGWEVREVEHRAQQFAAGKV- - = - = = = = = = = - - - 240
Tfer 125 EAQALQRLLDEFG - LSH ESLGRS RL L RECPDIIHPHVENGALSA TLPD- - GR- - - - - QVQ AERVWREALSVRATERLVQAEGR: - - - = === === == == - - 218
megaplasmid (Dr) b t 135 KALLAI RAVARHWN- VPEDQTVLVAGR! KKTGLDPERLGDM._RRSFG- ||SVSTFAQRYGKFLQLNPAERQVLLEGRYG SALAPLAQLPDTEERRQLLDRLVTG - -------------- 236
Drad0.4 129 EVDGKLELI ALTLGLEREEARKRL ML LRAVPGDEHEQL DQVFRSMG- ETWRTFAKNKLRI LNWPQPVLEA- - - - - LRAGLPLTLGSVWASAPPERQAELLKLAQNG - - = - - == = - - - - 229
megaplasmid (Dr) a t 126 EVEGKLLLVANALG ASEQARSRLNELL ETLSAVFLPLGRESWQSFAKNKVRI LNYPPPLVEA- - - - - L RQGVAL TMATL [ARAPENKQADLI AKVQQG: - - = = = = = = - - - - 227
pMOL28 (Re) 168 KFRKFDELLLRTP- DKT EQAGVPVSTESEI PPEWNL SLIEDSRPDL L GSNAGAEL ARATKDG- - - - RGDRVVEAVKL LAEKKI DQQQAVRMIKAEQ- - - - - = - - === - - - - 267
QpH1 (Cb) 165 NAI LYKRLI EEG VFKKEKDEAEKERL SPSTENDLMAYTKIEPSARVKKI PNI HALSKSI VL KIIVQLLNKSSKNHAKL I Al APDI GKSI TSPAKLESAVEKPVGS- - - = = = = = === = == - - 267
F (Ec) 163 RGORYASRLQONE- FAGNI SAADAENI PKSWVAL FSHPGEL SARSGDAQKAFTDK- - - - - - EEL LKQQASNLHEQKKAGVI FEAEEVI TLLT------------- 262
pO157 (Ec O157) 163 RGORYASRLQNE- FAGNI SABADAENI PKSWVALFSHPGEL SARS QKAFTDK- - - - - - EEL LKQQASNL HEQKKAGVI FEAEEVI TLLT------------- 262
N15 (Ec) 166 RGKRYLRRLK- E- FDGN\VI EAEG PREBNLSI FKHPGEL SARA SKVYKGN- - - - - - EQTM.DGAKQL L RVKQAGEDFEPARI | QALQ - - - - = - == - - - - 264
pCD1 (Yp) 166 RGLRYAQRL| SE- FEGNI SKIEAEAEHL PLKTI QLFANPNEL SARS SKAYENN- - - - - - VDTLKRVTHKI MKQKQEGRQFTTEELI VLLM = - = - = - === - - - 265
pYVe227 (Ye) 167 RGLRYAQRLI SE- FEGNI SKEAEAEHL PLKTI QLFANPNEL SARS NKAYENN- - - - - - VDTLKRVTHKI MKQKQEGRQFTTEELI VLLM - - - = - == - - - - - 266
Vcho1.1* 158 KGKEMQAKLDSGE- AEl KMFQCSEALNS PLEJL QAYPSVWWELGRPTI VKIIHKQFNELN- - - - - EAQREQL LAKCHQENGFVWMQSQAQGVAR: - - = - = == = = = = - - - 256
P1 (Ec) 154 | GLRLMRVKNDG: - - MBQKDIFAAKEGL SQA QAASAPEEIVALFPVQSELTFSDYK CAVGDEMGNKNL EFDQLI QNI SPEI NDIIL S| EEMAEDEVKNKI LR- - - - = = = = = - - - 258
P7 (Ec) 149 LGKRFEVMYG- - - KSMIKEEIRARAENI

mPDEM AVFPVASDLALPDYQLELQ SEDANAKSVPI EELVDTVRERI AET- EGAKEDKAKI LAl FK- - - - - -------- 251

pMT1 (Yp) 149 LGKRLEVTYG - - TSMIKE PDEMVAVFPVI NDI SL SDYQREL KL AEEANNKQT SVTEL MEKVOHRLKTMPDYPAI DKSKI LAVI R- - - - - - - - - - - - - 252
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221 c-ememeoe- RETI K- --=--=m-- PARVP- - - - - | FI RESQSQ - - - - - LRDKFGTAVSIKRRDK- KGK
4 RETKK- - - = - - - - K- - EPVKD- - - - - AVLKERESY- - - - - - LQNYFGTTVNIKRQKK- K&K
. S RETKQ - ------ V- - KKERN- - - - - | FFI ERETF- - - - - - LREKFGTDVKIKETKKEKGKI
KQTRK- RGK
200 -----e-mon- KKGKKA- - - - - - - KKAI KEKP- - - - - | YI RESEDR: - - - - - LVDKFGTTVANQEKEG KGKI
Y TTTPTPPRRKP| QW - - - - PGLQDVADR: - - - - - LSTAFDT
264 --c--eooao-- RQAHHSDATTPAPPRRKPI QM - - - - PGLQDVAER: - - - - - LSTTFDT
264 --c--oooao-- RQAHHSDATTPAPPRRKPI QM - - - - PGLQDVAER: - - - - - LSTTFDT
264 --cmemao-- RVN- - REVI TPVPQRRKPI CM - - - - PGLQDVAER:- - - - - - LSNAFDTRV
<0 |- KPAPKKREKTPTP- - - - - EFLTHAADR: - - - - - LADDLDTKV
260 --------o--- Ke=m--- PQRAKGPRAGSLVS- - - - - PALSDLATR- - - - - - LSDRFETRV
230 --c--e--eo-- EEPKK- - - =--=---- SKPKD- - - - - VFI LDVEDK- - - - - - LRNI FGTKV
226 ----meomeoe- KNDEE- - - = = = = - - - - SKEEN- - - - - QYI VDI RNK- - - - - - LEGYFGTKVL
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I ARTGAKAKTAD- - - - - VHSADLVEQ- - - - - - LQRRLMIRVVIIRRGGR- GG

224 < el RDKGQGAPI KVN- PPRAYRQLELD- - - - - - LSRRTGTRVKETGEDKG: - RV

245 SPSPGGSATDI TRLPPSS- - PSTDAQLDARI RN- - - - - ADI ADI EQQ- - - - - - LLEQLGTKVRISGNLQ RGRI

231 ------- | GRI TKKQKKE- - TQSLSTDDFELR- - - - = - - - - - DIEQQ ----- FI NSLGTKVQIKGNLK- KGW!
L S L SAGKSKGGRPPRVKDTDTQALESD- - - - - - ESSVLGLDVSEDHRGST- GTLT|
Pl PGKPAGPVKS- - - - DPDI ARLEQR: - - - - - LAERL GASV
p Xl KPDPVEPSKP- - - - DPDI ARLEQR- - - - - - LAERL GSAV
B - - PPKPVETTTK:- - - - DQDVCRLEQQ- - - - - - LI ERLGAKV:
234 e DPSDAKNVSE- - - - DLEI QQLSQN- - - - - - LSEKLAAKV.
241 oo PDI RD- - - - - KKSKSPASAPA: - - - QPDI ASLETE- - - - - - LSEHLGTKV,
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