170

290 320 420 468 aa

ol
=]

Putative NLS

Human

132119
Mouse J.—H

hChl

mCh4

72591

Coiled coil domain

65560
A

1

65 108 93 195

159170 185 71 73 293 121
124929
A

151 93 195

H-E 11—

159 170 185 121 23 296 108

A

A

B — —5

1 kb

100 kb

Figure S1



)
Mas_musculus Q,g)"} < éé“ . \&‘%\&@Q . ©
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nimo_Sapleas > . CEC N TIELFLFSTFET LSS S P
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I:Damo_reno‘ Mus musculus [100 98 98 97 78 79 83 47 33 18 21 17 25 30 26 26 25 27
Xe;mpus_}aews Rattus norvegicus 100 98 98 78 80 83 47 33 18 21 17 25 30 26 25 25 25
Dm_ggphﬂa me]aﬂoga_sfef Canis familiaris 100 93 79 80 83 47 32 17 20 18 25 26 23 23 26 28
Toh A Homo sapiens 100 82 79 83 47 33 18 20 18 25 28 25 23 25 27
Caenorh;?a’rﬁs_def’egafrsr Bos taurus 100 66 69 36 30 13 19 21 23 34 19 27 23 25
, AR A e Danio rerio 100 82 48 33 18 23 19 26 30 25 22 25 23
Dictypostalivm_discoideum Xenopus laevis 100 47 34 20 21 18 27 31 26 23 26 26
Sgcchammy’cgs Cerevisiae Drosophila melanogaster 100 32 20 24 20 22 23 29 23 24 24
: y Caenorhabditis elegans 100 19 23 19 20 22 20 20 20 21
Schfzosagcharomycgs_pombe Plasmodium falciparum 100 21 15 17 12 15 19 20 20
USH]EEU_IIHEVU'J? Dictyostelium discoideum 100 18 25 18 17 15 22 23
_Adspergilhis_ ndulags Saccharomyces cerevisiae 100 33 26 24 26 19 17
Neurospora ciassa Schizosaccharomyces pombe 100 34 31 30 22 24
o : o Ustilago_maydis 100 23 23 21 23
Arab}a’op sgs_tbsﬁ;ms Aspergillus_nidulans 100 37 24 24
Orpza sativa Neurospora crassa 100 26 26
Arabidopsis thaliana 100 63
Oryza sativa 100
1 10 20 30 a0 50 60 70 80 90 100 110 120 130
I I
Mus musculus  HaTRADYRDILELGGPEGDARSGTISKKDIINPDKKKSKKSSETLTFKRPEGHHREYYALL YSDK-KDRAPPLLPSOT~-=~G0GYRTYKAKL GSKKYRPHKHHPF THPRARKDGAHFFHHRRA--REEGKD
Homo sapiens  HATGADYROILELGGPEGDARSGTISKKDIINPDKKKSKKSSETLTFKRPEGHHREYYALL YSDK-KDAPPLLPSDT----GOGYRTYKAKLGSKKYRPHKHHPF THPARKOGAHFFHHRRA--AEEGKD
Danio rerio  HTTGADYRDILELAGGDND--SGPISKKDITHSDKKKAKKYTETLTFKRPEGHHREYYALL YSDKHROAPPLLPSDT---~TOGYRTYKAKLGCKKYRPHKHHPFSHPARKDGATFHHHRRA-~AEEGKD
Xenopus laevis  HATGADYRDILELGGGOTEY-TGHIHKKDITHADKKKSKKASE TLTFKRPEGHHREYYALL YSDK-KOAPPLLPSDT----TOGYRTYKAKLGCKKYRPHKHHPF THPARKDGATFFHHRRA--SEEGKD
Drosophila melanogaster HSADYRDILDHERANTPEYT-=---- RDSFLATKKRNFERTKTAS-RRPEGHHREYF ALL YTDK=-KDAPPLLPTDTALGIGAGYKE TKARL GHKKYRKHEHAPF SHPARNDSAYFHHHKRY-=TDHSTD
Caenorhabditis elegans HIGDYHOILOSTEAPKD==mmmmmmmmmmm ATKKPPKPGTSAP--RKPEGHKRELFHLHSG===KDL TAYHPTDY====-KKTYKQ-KF ATGFRSYRKYKHHPF THESRODGLHLHHHYRADKYEAHQP
Consensus  «+h.aDVr#ILé,..a..deees.es..d. . abkK, k. b b, . rrPEGHhREVZal $y. dik, kDappl4PLDL., . . .. .g¥k. .Ka.1G.kkVRkukHnPFLHpaR, Dga, FhHH, Ra. . . 4., .d
131 140 150 160 170 180 190 200 210 220 230 240 250 260
I I
Mus musculus  ypFRFHKTYOYPYYSEQEYOLYLHDD-~AHTKAE TDHLFDLSRRFDLRF YY THDRYDHQOFKK-RSYEDLKERY YHICAKLANYRAYPGTOLKTPYF DAGHERRRKEQLERL YHRTPEQYAEEEYLLOE
Homo sapiens  ypPFARFHKTYQYPYYSEQE YALYLHOD-~AHTKAE TOHLFDLSRRFOLRFYYTHORYDHOOFKK-RSYEDL KERYYHICAKL ANYRAYPGTDLKIPYFOAGHERRRKEAL ERL YHRTPEQYRAEEEYLLOE
Danio rerio  YPFARFHKTYOYPYYSEQEYOHYLHDD--GHTKAE TOHLFDLCKRFDLRF IVIHDRYDHOOYRK-RSYEDLKERYYC ICGKL TKYRAGTGAEPKIYIFDAGHERRRKEOLERLFNRTPEQVAEEE YLYQE
Xenopus laevis  YPFARFHKSYQYPYYSEQE YOHYL HDD--GHTKSE TOHLFDLCRRFOLRF TYTHDRYDHOAFKK-RSAEDL KDRYYGICAKL ANIRATPGTDLKIPYFOAGHERRRKEAL ERL YHRTPEQYSEEEYLTOE
Drosophila melanogaster  YPFAKFHKOLEYPSY THTEYNAHLRNNINHHSKYOTOHLFOLARRFOLRF IYHADRHHROOHGT-K TYEEL KERYYEVYALL AKAKNOT-SEKKYFYY DYEHERRRKEOLEKLFKRTTOOYEEENHLINE
Caenorhabditis elegans ~ YPFSRFHKYIDIPTYTODEYENYLKIA-~KHSREETOYLFDTCRHFOLRHPTYYDRFOCKKFHOKRTYEDLKERFYSTTYEL GILROPSSSPT--~AYDAEHERRRKEQL HKAMHRTAEQLAEEEDL TRE
Consensus  YPFarFHK,, #1P,Yt, EY#,4l,, .., Hsk, 4TORLFDLcrrFOLRFLL, DR, %,q4qF, , .rLuESLK4REY, ! a,La, .1, ... S, . k., vZDaeHERRRKEOL #k1,nRT, #0v,EE4,L, ,E
261 270 280 290 300 310 320 330 340 350 360 370 380 390
I I
Mus musculus | pyyr RRKKEREKRSODL QKL ITARAD === TTAEQRRTERKAPKKKL PQKKEREKPAYPE-TA-----— GIKFPOFKSAGYTLRSORHKLPSSYGOKKIKALEQHLLELGYELSPTPTEEL YHHFHE
Homo sapiens | prTFRRKKEREKRSADLOKL ITARD======= TTAEORRTERKAPKKKL POKKEREKPAYPE=TA------ GIKFPOFKSAGYTLRSORHKLPSSYGOKKIKALEQHLLELGYELSPTPTEELYHHFHE
Danio rerio | pKTETRKREREKKAQDL OKLITAAD======= TTTEHRRAERKATKKKLPOKRE TEKPAYPE=TR====== GIKFPDFKSAGYSLRSORHKLPSSYGOKKIKATEQIL TEQGYOLHPHPTEETYOHFHE
_ Xenopus laevis | RKTESRKKEREKKAQDLOKL TTAAD-==--—- TTTELRRAERKATKKKLPOKKE TEKPAYPE=TR====== GIRFPOFKSAGYTLRSORHKLPSSYGNKKIKALDAHL TELGYDLHPHPTEETYOHFHE
Drosophila melanogaster  HKKIEARKKERERKTODLOKLISOADOONEHASHTPSTRKYEKKLHKKKYHOOPRPSRYDSYY-NATETIGSSGIKFADLRGSGYSLRSORHKL PANIGORK YKALEQRTOEFKYDPAPPPTEDICTSFHE
Caenorhabditis elegans L RRIELRKKEREKKAHDLOKLIHHSEQOPASPSAGGIGGARSAKRKNAFRTKAGSISTTATTFFHPLDISYTALRFSEFKSSGAHFRCOEHKLPTHIGOKKLKNIEYYLEKCKHEHNPYASEPTHKTYHD
Consensus $rkIE,RKkEREkkaqDLOKLI, ,a%qq....5.b...r. 56K, kkk, .9, ...5,.8....08,,.1...p1ikF, $fkssGy, 1Rz0rHKLP, n! GOKK . Kal#q,1,e, kv, 0P, ptE, i, .  ZN$
391 400 410 420 430 440 450 460 470 480 490 500 510 516
I I
Mus musculus | RSDLYLLYELKOACANCE YELOHLRHRHEAL ARAGYLGAPAARRYGP TPASAEPTYSESGLGLOPTK-DTIIDYVGAPL TPHSRKRRESASSSSSYKKAKKP
Homo sapiens L RSOLYLLYELKQACANCEYELQHLRHRHEALARAGYLGGPATPASGPGPASAEPAYTEPGLGPDP-K-DTIIDVVGAPL TPHSRKRRESASSSSSYKKAKKP
Daniorerio  LRSDLYLYYELKQAYGHCEYEQQHLRHRYDALIKAGGAY TPOSESGEELOSOSHPCADDIK TEA---K-ENTIDYYGAPL TPHSRKRRESASSSSSTKKVKKP
Xenopus laevis  LRSDLYLLYELKOAFSSCEYELOHLRHRFEALSKSGSTHTYSLGDGYAGE SOAASGTEEIKLEA---K-DPTIDYYGAPL TPHSRKRRESASSSSSYKKHKKP
Drosophila melanogaster ~ LRSDHYLLCELRTALSTCYYEHESLKHOYERRCPGKTLHIPPSLYPIKTERLDHSTH
Caenorhabitis elegans ~ FRSOIHLADELKSAHATAEFELESIRTRHOENGKDFDIEPRFRISOLPEGGIDDDF IGGKGOPATHRRI TSYIDASSKOL TAIASRKRKTIATTPTITTTTSSSFYSSSHSPSTSAASOPKRIRKL )
Consensus ~ LRS#.vL1.ELk.A. .beeXELésIrhr . #a, KeesreeParessssosselorserinseefossensssilloseealloressePaseesasssssssessssosrssasrssssrsnsses Figure S2



5
i 1.5
S T <
N 4 Z
o i 4
= i £
s 3 x 1.0}
Q I =
2, %
©
F.) r Y— 05,
o o
. T
0 L 1 I i _I O |
X R &
DO D3 D6 D9 o g Q\ee & /\egx\ \9(\() < & \?\"’(&

Differentiation (day)

Figure S3



Relative transcript level
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