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Table 1: Investigated 104-rSNPs. Each rSNP appears as an ORegAnno entry and dbSNP entry (if available) along with information describing
the evidence that was used to identify this rfSNP in its original publication. Each listed rfSNP occurs within 2kb upstream of the EnsEMBL-
annotated transcription start site (EnsEMBL transcript ids and associated EntrezGene ids are provided).



