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814383 831741 831825 831846 831941 907097 
814386 831748 831830 831847 831951 907308 
831692 831805 831839 831850 832083 907326 
831693 831807 831840 831853 832087 907445 
831719 831819 831841 831855 832174 907455 
831720 831823 831842 831860 832178 907561 
831724 831824 831844 831884 834347 UTP 

The Chembank ID codes for the selected nucleotides 
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 TM1 
               26                            55  
P2Y_11          FQGDFLWPILVVEFLVAVASNGLALYRFSI 
P2Y_1           FQFYYLPAVYILVFIIGFLGNSVAIWMFVF 
P2Y_2           FKYVLLPVSYGVVCVLGLCLNAVALYIFLC 
P2Y_4           FKFILLPVSYAVVFVLGLGLNAPTLWLFIF 
P2Y_6           FKQLLLPPVYSAVLAAGLPLNICVITQICT 
Rhodopsin       WQFSMLAAYMFLLIMLGFPINFLTLYVTVQ 
    
TM2 

           35                            64 

               63                            92 
P2Y_11          PAVVFSVQLAVSDLLCALTLPPLAAYLYPP 
P2Y_1           GISVYMFNLALADFLYVLTLPALIFYYFNK 
P2Y_2           ASTTYMFHLAVSDALYAASLPLLVYYYARG 
P2Y_4           ATATYMFHLALSDTLYVLSLPTLIYYYAAH 
P2Y_6           RTAVYTLNLALADLLYACSLPLLIYNYAQG 
Rhodopsin       PLNYILLNLAVADLFMVFGGFTTTLYTSLH 
               71                            100 
TM3 
               99                               131  
P2Y_11          EAACRLERFLFTCNLLGSVIFITCISLNRYLGI 
P2Y_1           DAMCKLQRFIFHVNLYGSILFLTCISAHRYSGV 
P2Y_2           TVLCKLVRFLFYTNLYCSILFLTCISVHRCLGV 
P2Y_4           TEICKFVRFLFYWNLYCSVLFLTCISVHRYLGI 
P2Y_6           DFACRLVRFLFYANLHGSILFLTCISFQRYLGI 
Rhodopsin       PTGCNLEGFFATLGGEIALWSLVVLAIERYVVV 
    
TM4 

          107                               139  

              144                     166 
P2Y_11          KHAWAVSAAGWVLAALLAMPTLS 
P2Y_1           KNAICISVLVWLIVVVAISPILF 
P2Y_2           RYARRVAGAVWVLVLACQAPVLY 
P2Y_4           RLAGLLCLAVWLVVAGCLVPNLF 
P2Y_6           RAAWLVCVAVWLAVTTQCLPTAI 
Rhodopsin       NHAIMGVAFTWVMALACAAPPLV 
              151                     173 
TM5  
              202                        227 
P2Y_11          YRAYSLVLAGLGCGLPLLLTLAAYGA 
P2Y_1           YFIYSMCTTVAMFCVPLVLILGCYGL 
P2Y_2           FVAYSSVMLGLLFAVPFAVILVCYVL 
P2Y_4           YVHFSSAVMGLLFGVPCLVTLVCYGL 
P2Y_6           YMPYGMALTVIGFLLPFAALLACYCL 
Rhodopsin       NESFVIYMFVVHFIIPLIVIFFCYGQ 
    
TM6 

          200                        225 

              243                         269   
P2Y_11          KLRVAALVASGVALYASSYVPYHIMRV 
P2Y_1           RRKSIYLVIIVLTVFAVSYIPFHVMKT 
P2Y_2           R-KSVRTIAVVLAVFALCFLPFHVTRT 
P2Y_4           L-RSLRTIAVVLTVFAVCFVPFHITRT 
P2Y_6           RGKAARMAVVVAAAFAISFLPFHITKT 
Rhodopsin       EKEVTRMVIIMVIAFLICWLPYAGVAF 
              247                         273                           
TM7 
              301                   321 
P2Y_11          VGYQVMRGLMPLAFCVHPLLY 
P2Y_1           ATYQVTRGLASLNSCVDPILY 
P2Y_2           MAYKVTRPLASANSCLDPVLY 
P2Y_4           VVYKVTRPLASANSCLDPVLY 
P2Y_6           AAYKGTRPFASANSVLDPILF 
Rhodopsin       IFMTIPAFFAKTSAVYNPVIY  
              286                   306 
 
 
The full TM sequence alignment of hP2Y11-R with other hP2Y-R subtypes and b-
rhodopsin used for modelling.  
Colour code: green: hP2Y-R conserved amino acid residues; red: GPCR conserved 
amino acid residue. 
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