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[=N] Strycture ,

a)

814383 | 831741 | 831825 | 831846 | 831941 | 907097
814386 | 831748 | 831830 | 831847 | 831951 | 907308
831692 | 831805 | 831839 | 831850 | 832083 | 907326
831693 | 831807 | 831840 | 831853 | 832087 | 907445
831719 | 831819 | 831841 | 831855 | 832174 | 907455
831720 | 831823 | 831842 | 831860 | 832178 | 907561
831724 | 831824 | 831844 | 831884 | 834347 UTP

The Chembank ID codes for the selected nucleotides



™1

P2yY_11
P2Y_1
P2Y_2
P2Y_4
P2Y_6
Rhodopsin

T™2

P2yY_11
P2Y_1
P2Y_2
P2Y_4
P2Y_6
Rhodopsin

TM3

P2y_11
P2Y_1
P2Y_2
P2Y_4
P2Y_6
Rhodopsin

™4

P2y 11
P2Y 1
P2y 2
P2Y 4
P2Y_6
Rhodopsin

T™5

P2y 11
P2Y 1
P2y 2
P2Y 4
P2Y_6
Rhodopsin

TM6

P2y 11
P2Y_1
pP2Y_2
P2Y 4
P2Y_6
Rhodopsin

™7

P2Y_11
P2Y_1
p2y_2
P2y 4
P2Y_6
Rhodopsin

The full TM sequence alignment of hP2Y1;-R with other hP2Y-R subtypes and b-

26 55
QGDFLWP I LVVEFLVAVASNGLALYRFSI
QFYYLPAVY ILVF I IGFLGNSVAIWMFVF
KYVLEPVSYGVVCVLGLCLNAVALYIFLC
KFI1LEPVSYAVVFVLGLGLNAPTLWLFIF
KQLLEPPVYSAVLAAGLPLNICVITQICT

WQFSM YMFLLIMLGFPIMFLTLYVTVQ

35 64

63 92
PAVVFSVQLAVSBLLCALTLPP YLYPP
GISVYMFNLALABFLYVLT IFYYFNK
ASTTYMFH SBALYAASLPLLVYYYARG
ATATYMFHLALSBTLYVLS! 1YYYAAH
RTAVYTLNLALABLLYACSERPLETYNYAQG
PLNYILLN LFMVFGGFTTTLYTSLH

71 100

99

E RLE] TCNLLG LN
DAMEKLQ H YGS| H
TVLECKL YTNLYCS|I H
TEICKF YWNLYC H
DFACRL Y. HGSI FQj

YL
YS
CL
YL
YL

PTGENLEGFFATLGGEIALWSLVVLAIE

107
144 166
KHAWAVSAAGHIVLAALLAMPTLS

KNAICISVLV@LIVVVAISPILF
RYARRVAGA LVLACQ LY
RLAGLLCLAVMLVVAGCLVPNLF
RAAWLVCVAVMLAVTTQCLPTALI
NHAIMGVAFT#VMALAC PLV

151 173
202 227
YRAYSLVLAGLG GA
YFIYSMCTTVAM GCMGL
FVAYSSVMLGLL CMVL

YVHFSSAVMGLL CLVTLVCHGL

YMPYGMALTVIG FAALLACHCL

NESFVIYMFVVH LIVIFFCHGQ
200 225

243 269
KLRVAALVASGVALYASSYVRYHIMRV
RRKSTYLVIIVLTVFAVSY IRFHVMKT
R-KSVRTIAVVLAVFALCFLRBF RT
L-RSLRTIAVVLTVFAVCFVRFHITRT
RGKAARMAVVVAAAFAISFLBFHITKT
EKEVTRMV I IMVIAFLICWLBYAGVAF

247 273

301 321
VGYQVMRGLMPLAFCVHBL!
ATYQVTRGLASLNSCVDRI
MAYKVTRPLASANSCLD

KVTRPLASANSCLD
KGTRPFASANSVLDRI
IFMT IPAFFAKTSAVYNRVI
286 306

rhodopsin used for modelling.

Colour code: green: hP2Y-R conserved amino acid residues; red: GPCR conserved

amino acid residue.
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YVVV

139



