
Supplementary Figure 4 Alignment of A. nidulans HapX (An) with putative orthologs of
Neurospora crassa (Nc), Candida albicans (Ca), and Cryptococcus neoformans (Cn). Amino
acid residues identical in all four proteins are shaded, the bZip region is boxed and conserved
cysteine-rich motifs are marked by bars.


