Mouse -508 GGGCAGGGCTAGGCTGTTTAACCAACCTGGAGTAAGGTCTAGCACATAGCAGGGGTGGTAAATAG-CGCCTTTGATGGTGACAGGCGGACAGCGGGCCAG

Rat -500 GGGCAGGACTAGGCTGTTTAACCAACCTGGAGTAAGGTCTAGCACATAGCAGGGGTGGTAAATAG-CGCCTTTGATGGTGACAGGCGGACAACGGGCCAG
Monkey -500---------————————- TGACCAACCTGGTACAGGGTCTAGCACATAGCAGGGGTGGTAAATAAATAGCTTTGATGAGAACAGACGGGACCAGGGCAAG
Human -500 ———————— - CCAACCTGGTACAGGGTCTAGCACATAGCAGGGGTGGTAAATAAATAGCTTTGATGAGGACAGACGGGACTAGGGCAAG
* kkkk kkkk * ke kkkhkk kkkk khkkkkkkkkkhkkhkkkkkkk * Kk kkkkkk * kkk kkk *kkk k%
Mouse -408 GCACAGCGCGGGGGACCTACGAACCAAGCCCCCAA-———~ GAGATTCAGGCGCTCTTGAGAGGTCTTCTGGCCCAGAAGAGGGGGTTCTGTC-~-~-CAAGT
Rat -401 GCGCAGCGCGCGGGACCTGAGAACCAGCCCCCCCCCCCCCGAGATCCAAGCGCTCTTGAGAGGCCTTCTGACCCAGAAGAGGGGGTTCTGTC---TAAGT
Monkey -418 GCACAAGGCCCGGGCCATGTAAAGCACAGGCCAAGCAAG-TCCCTTCCGCTGTTCATAGCTGGGATC-TGACCCGGAGAAGAGAGTTCTGTCGCCTGCGG
Human -421 GCTCAAGGCCCAGGCCATGTAAGGCACAGGCCAGGCAAG-GTGCTTCCGCCGCTCTTAACGGGGATT-TGACCCGGAGAAGAGAGTTCTGTCGCCTGCGG
*%k %% * % *k * % *%k %%k * % * % * %k kk%k *k % *k khkk kk  hkk k hkkkkkkk
Foxhl
Mouse -316 CCGGCCTGCAC------~- TTGGGGCGACCCCACCGGGGCAAAGCGGT-TCGAGGTATGTGGATTG-GTGGTTGGACTGGCTGGCGGATGGGCGGAGAAGG
Rat -304 CTGGCCCACAC-——-——- TTGGGACGACCCCACCGGAGCAGAGCGGT-TCTGGGTATGTGGATTG-GTGGTCCG-—————— GGCGGATGGGCGGGGAAGG
Monkey -320 TCCGCGCACCCGGGCCCCTCCGGGCTGCCC-TCCCGGGCAAACCGTCCTTCGGGAATGTGGATTGCGCCGGCGG-—————— GGCGGGTGGGCGGGGAAGG
Human -323 CCCGCGCACCCGGGCCCCTCCGGGCTGCCCCTCCCAGGCAAATAGTCCTTCGGGGATGTGGATTGCGCCGTCCG-—————~ GGCGGGTGGGCGGGGAAGA
* % * % * *%k * *k%k k% *%k%k * * * *k kkkkkkkkkk * *% * *hkkkk khkkkkkk kkkkx
Mouse -225 G-ACGGAGCGGCCCGG-ACTCAAGTTCGCGCCTCCCTCATTCCGTCCCCGGGTCAGCGGAAGCGATTATTCCCGCGGCGTCTGGCGGGGCTGGGG-CGGG
Rat -220 G-ACGGAGCGGCCCGG-ACTCAAGTTCGCGCCTCCCTCACTCCGTCCCCGGGTCAGCGGAAGCGATTATTCCCGCGGCGTCTGGCGGGGCTGGGG-CGGG
Monkey -228 ACACTGAGGGGGCCGGGACCCAAGTTCACGCCTCCCTC-CTGCATCCCGCGGCCGGCGGAAGCGATTAT-CCC-CGGCGTCTGGCGGGGCCGGGG-CGGG
Human -230 ACACGGAGGGGGCCGGGACCCAAGTTCACGCCTCCCTC-CTGCATCCCGCAGCCGGCGGAAGCGATTATTCCC-CGGCGTCTGGCGGGGCCGGGGGCGGE
*k kkhkk kk kkkk kk khkkkkhkkk kkhkkkkhkkkkkk * k kkkk * Kk kkhkk kkkkkkkkhkkk kkk kkhkkkkhkkkkkkhkkkkkhkkkkkkk *kkk
Mouse -128 CTCGCACCCCGAGGAGACGAGACGCGGCTTCCCTGCACCCACGCCTTTGATGGCGCCGCCGCCCCCTCCCCGGCTCCGGGCCGCTATAACTGCAGGCGCG
Rat -123 CTCGCACCCCGAGGAGACG----~— CGGCTTCCCCGCACCCACGCCTTTGATGGAGCCGCCGCCCCCTCCCCGGCTCCTGGCCGCTATAACTGCAGGCGCG
Monkey -132 CTCGCACCCCGAGGAGACACG----GGCCTCCCCGCGCCCAC--CTTTGATCGCGCCGCGCCGCCTTCCCCGCCCCCGGCTCGGGAGGGTATAAGTGGAG
Human -132 CTCGCACCCGGAGGAGACACG----GGTCTCCCCGAGCCCAC--CTTTGATCGCACCGCCCCGCCTTCCCAGCCCCTGGCCCGGGAGGGTATAAGTGCGG
*kkkkkkkk kkkkkkkkk %k Khkkk * *%k kkk *kkkkkk * k*kkk k kk kkkk kkk % * *%k % * *
Mouse -28 CGGGGGTACA---GGGAAGCGTCCGGGAGTC——————~ -1
Rat -28 CGGGGGTCCC---GGGAAACGTCCCGGAGTG-—————~ -1
Monkey -38 CCCGCGCCCCTCCGGGCGGCGCGCTGGGCTCCTGAGCG -1
Human -38 CCCGCGCCCCTCCGAGCGGCGCGCTGGGTTCCGGAGCG -1
* % % * * % *% *% *

Sup. Fig. 1, lzzi, L. et al., 2007



SUPPLEMENTARY FIGURE LEGENDS

Supplementary Figure 1. ClustaW alignment the promoter sequences of the mouse (Mus
musculus), rat (Rattus norvegicus), rhesus monkey (Macaca mulatta), and human (Homo
sapiens) MixI1 gene shows extensive conservation in the region encompassing the putative
Foxhl binding site. The Foxhl binding site is indicated above the sequence alignment,
conserved nucleotides are indicated with * and numbering relative to the start site are shown on

the | eft.



Supplementary Table 1.

Primer sequences

Primer Name

| Sequence

Primersfor reporter constructs

MixI1For 5'-CCG GAG CTCACGAACCAA GCCCCCAAG-Z
MixI1 Rev 5'-CCG AGA TCT GCC AGA CGC CGC GGG AAT-3
MixI1 mF For 5'-AGG TAT TTA GATTGG TGG TTG GAC-3
Mixl1 mF Rev 5'-CCA CCA ATCTAA ATA CCT CGA ACCGC-3

Mixl1 SBEm1 For

5 -GGT GGT TGA ATT AGA TAT CGG ATG GGC GGG-3

Mixl1 SBEm1 Rev

5-CCCATC CGA TAT CTA ATT CAA CCA CCA ATCC-3

Mixl1 SBEm2 For

5'-TCG GAT GAG TGG AGA AGG GAC GGA-3

Mixl1 SBEmM2 Rev

5-CTT CTCCACTCATCCGAT ATCTA-3

Mixl1 ASBE Rev

5'-CCG AGA TCT ACC AAT CCA CAT ACCTCG-3

Primersfor expression constructions

Gsc fl For 5'-CCGGTC GACCCCGCCAGCATGTTCAGC-3

Gsc fl Rev 5'-CCG GGA TCC TCT AGA TCA GCT GTC CGA GTC CAA ATC-Z
Gsc 1-220 Rev 5-CCGGGATCCTTACTTCTIGTCGTCT CCACTT GGCTC-3
Gsc 1-143 Rev 5'-CCG GGA TCC GCT CACGTGCCCACGTTCATGTA-3

Gsc 1-116 Rev 5-CCG GGA TCC GCG GCC GCT CACGTC GGG ACG CAGGAGCA-3
Gsc 1-96 Rev 5'-CCG CTG CAG GCC CAC GGG CGC CGC CTG CAC-3

Gsc 1-63 Rev 5 -CCG CTG CAG AGC CGC GGC GCT GGG CGC CA-3

Gsc Al14 For 5'-CCG GTC GAC GC CGG CCG CGC TGC AAA GAC-3

Gsc A81 For 5-CCG GTCGACAGCTACTTC TAC GGG CAG-3

Gsc A96 For 5 CCG GTC GAC GC CCG GCT TGC TGC GGG GCT-3

Gsc Al111 For 5-CCGGTCGACGCTCCTGC GTC CCG ACG C-3

Gsc A143 For 5'-CCGGTCGACGCCTGT CGC GCA CTGAGCTG-3

Gsc HD For 5'-CCG GTC GAC GGA AGC GGC GGCACCGCA CCATC-3

Gsc HD Rev 5-CCGGGA TCCTTA CCGCCGACAGIGCAGCTIGGTT-3

Gsc NG (N210G) For

5'-CGC CGA GCCAAGTGG AGA CGA C-3

Gsc NG (N210G) Rev

5-TCT CCA CTT GGC TCG GCG GCCCTT AAA CCA GACCTC-3

Foxhl AN For 5'-CC GGT CGA CGC CAG CCT TAT CAG CCA CCCAG-3

Foxhl AN Rev 5-CCG TCT AGA GGA TCC TTA CAT GCT GTA CCA GGA AAG G-3
HDAC1 For 5'-CCG GTC GACTGG CGC AGA CGCAGG GCA CC-3

HDACI1 Rev 5'-CCG GCG GCC GCG GAT CCT TAGGCCAACTTGACCTCCTCC

TTGA-3

DNA and Chromatin IP

QPCR primers

MixI1 ChIP/DNA IP For

5-GAGGTA TGT GGA TTG GTG GTT GGA-3

MixI1 DNAIP Rev

5'-CCG AGA TCT GCC AGA CGC CGC GGG AAT-3

MixI1 ChIP Rev

5 -AAT GAG GGA GGC GCGAACTTGA-3

MixI1 ctl For

5-TGG CAGAGGACA GTGATGGACAAA-3

MixI1 ctl Rev

5 -AAA CCA GCCTGA GAA GACACCAGA-3




Supplementary Table 1: Primer sequences

Primer Name | Primer Sequence

QPCR primersfor mRNA expression studiesusing SYBR Green method
MixI1 cDNA For 5-AAC CGA CGG GCCAAGTC-3

Mixl1 cDNA Rev 5-TCC CCG CCT TGA GGA TAA G-3

Hprt For 5-AAA CAATGCAAACTTTGCTTT CC-3
Hprt Rev 5-GGT CCT TTT CAC CAG CAA GCT-3
Genotyping Primers

NeoF2 5-GAG GAT CTC GTC GTG ACC CAT GG-3
GF1 5-CAGATGCTGCCCTACATGAACGTGG-3
GR1 5-GGCGTT TTCTGA CTC CTC CGA GG-3




