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The antiviral strategy of capsid-targeted viral inactivation (CTVI) was designed to disable newly produced
virions by fusing a Gag or Gag-Pol polyprotein to a degradative enzyme (e.g., a nuclease or protease) that would
cause the degradative enzyme to be inserted into virions during assembly. Several new experimental ap-
proaches have been developed that increase the antiviral effect of the CTVI strategy on retroviral replication
in vitro. A Moloney murine leukemia virus (Mo-MLV) Gag-Escherichia coli RNase HI fusion has a strong
antiviral effect when used prophylactically, inhibiting the spread of Mo-MLV and reducing virus titers 1,500-
to 2,500-fold. A significant (;100-fold) overall improvement of the CTVI prophylactic antiviral effect was
produced by a modification in the culture conditions which presumably increases the efficiency of delivery and
expression of the Mo-MLV Gag fusion polyproteins. The therapeutic effect of Mo-MLV Gag–RNase HI
polyproteins is to reduce the production of infectious Mo-MLV up to 18-fold. An Mo-MLV Gag–degradative
enzyme fusion junction was designed that can be cleaved by the Mo-MLV protease to release the degradative
enzyme.

The ability to efficiently introduce exogenous genes into cells
has opened up new avenues that could be used to prevent or
combat disease. Novel approaches for increasing resistance to
viruses are needed as alternatives to the more traditional ap-
proaches of immunization and drug therapy. Alternative treat-
ments would be especially useful against viruses that are not
blocked by a preventative vaccine (e.g., human retroviruses),
have a high rate of antigenic variation (e.g., influenza virus), or
are refractive to antiviral drug treatments. We and others have
demonstrated that foreign proteins fused to retroviral Gag or
Gag-Pol polyproteins can be incorporated efficiently into viri-
ons during virus assembly (10, 13, 17, 18, 25, 29, 30). Foreign
proteins fused to certain lentivirus accessory proteins known to
coassemble with Gag polyproteins have also been used to in-
sert foreign proteins into virions (32–34). The antiviral strategy
of capsid-targeted viral inactivation (CTVI) was designed to
disable newly produced virions by fusing a Gag or Gag-Pol
polyprotein to a degradative enzyme that would cause the
degradative enzyme to be inserted into virions during assem-
bly. One advantage of incorporating a degradative enzyme into
virions is that the delivery of the Gag-enzyme fusion can be
relatively inefficient since, at least in theory, one active degra-
dative enzyme could disable a virion. However, the degradative
enzymes (e.g., proteases or nucleases) chosen for the CTVI
antiviral strategy must be chosen to limit toxicity to the cell.
The efficacy of the CTVI antiviral strategy has been demon-
strated by using the retrotransposon Ty1 and the retrovirus
Moloney murine leukemia virus (Mo-MLV), but the strategy
may ultimately have broader applications to other virus classes.
We initially demonstrated the efficacy of the CTVI strategy

for retroviruses with an Mo-MLVGag-staphylococcal nuclease
(SN) fusion polyprotein (18). The Mo-MLV gag gene encodes
a 65-kDa polyprotein precursor, Pr65gag, which is proteolyti-
cally cleaved into the four structural proteins by Mo-MLV
protease MA (matrix)–p12–CA (capsid)–NC (nucleocapsid)
(10). The Mo-MLV gag gene was fused to the SN gene at the
carboxy terminus of the NC (MA-p12-CA-NC-nuclease). This
orientation was chosen so that the nuclease would be inserted
into the NC core of the particle, where it would have access to
the viral RNA (3, 28). Construction of the expression system
with the degradative enzyme as a domain of the Gag polypro-
tein results in approximately 20-fold higher protein levels than
do constructions in which the degradative enzyme is part of a
Gag-Pol fusion. The CTVI construct was expressed in chicken
embryo fibroblasts (CEF) by an avian leukosis virus (ALV)-
based retroviral vector system (5, 6, 8, 12, 21, 22). Genes
encoding the Mo-MLV Gag and Mo-MLV Gag–SN fusion
polyproteins were delivered to virtually all of the cells of a CEF
culture by infection with the RCASBP expression vector. The
retroviral vector gene delivery system efficiently generated
populations of cells stably expressing Mo-MLV Gag and Gag-
nuclease fusion polyproteins. In the prophylactic approach, the
CTVI antiviral construct was delivered to cells before chal-
lenge with an amphotropic Mo-MLV to measure the ability of
the construct to limit virus spread. Cells expressing the Mo-
MLV Gag–SN fusion polyprotein inhibited virus spread and
Mo-MLV titers were reduced ;30-fold (18). Recently, Schu-
mann et al. (25) reported that delivery of the Mo-MLV
Gag–SN fusion construct to cells chronically infected with Mo-
MLV reduced the production of infectious virus 20- to 60-fold.
In this study, several new experimental approaches were

tested in an effort to increase the antiviral effect of the CTVI
strategy in vitro. First, we modified the cell culture conditions
so that vigorous cell growth was maintained throughout the
experiment. We have observed a slowing in cell growth, espe-
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cially after MLV infection, in previous studies (25) (data not
shown). We hypothesized that retroviral replication would only
be optimal in rapidly growing cells, including the delivery and
expression of the Mo-MLV Gag–nuclease fusion polyproteins.
Second, we tested an Mo-MLV Gag–Escherichia coli RNase
HI polyprotein for an antiviral effect in the CTVI strategy.
RNase H is an endonuclease that specifically recognizes RNA-
DNA hybrids, digesting only the RNA strand of the duplex. In
the retrovirus life cycle, RNase H activity is required during
reverse transcription to degrade the RNA strand. This degra-
dation is necessary for transfer of the first viral DNA strand
between templates and produces specific RNA primers that
are used in the synthesis of the second DNA strand (2, 31). E.
coli RNase HI has been well characterized both biochemically
and by X-ray crystallography (4). The E. coliRNase HI enzyme
has a specific activity several orders of magnitude greater than
the RNase H domains of reverse transcriptases (RTs) (23) and
has been shown to degrade the specific RNA primers gener-
ated by RNase H of RT in vitro (9, 24). Ma and Crouch (16)
showed that purified E. coli RNase HI could inhibit the com-
plete synthesis of a DNA copy of an RNA template in an in
vitro assay using RT from AKR MuLV. They also showed that
transposition of yeast retrotransposon Ty1 was inhibited
.99% in cells expressing a Ty1 capsid-E. coli RNase HI fusion
polyprotein in vivo. No cytotoxicity was observed in yeast ex-
pressing E. coli RNase HI. We hypothesized that uncontrolled
RNase H activity in retroviral virions (i.e., RNase H activity

independent of RT) could interfere with the generation of the
double-stranded DNA copy of the viral genome and thereby
disrupt the viral life cycle. Third, we designed an Mo-MLV
Gag–degradative enzyme fusion junction that can be cleaved
by the Mo-MLV protease, releasing the degradative enzyme.
This technology may be useful in future developments of the
CTVI strategy in which relatively toxic degradative enzymes
are expressed in the form of zymogens.
Expression of an Mo-MLV Gag–E. coli RNase H fusion

polyprotein in CEF. A gene encoding an Mo-MLV Gag–E. coli
RNase HI fusion was constructed by linking the RNase HI
coding region to the Mo-MLV Gag polyprotein six codons
upstream of the Gag termination codon (Fig. 1A and B). The
RNase HI coding sequence was isolated from E. coli DNA by
PCR amplification with a 59 primer containing a BglII site
(59-GCG CAT GCA GAT CTG ATG CTT AAA CAG GTA
GAA ATT TTC ACC GAT GG-39) and a 39 primer containing
a SalI site (59-GCT GCT GCG TCG ACT TAA ACT TCA
ACT TGG TAG CCT GTA TCT TCC-39). The reagents and
conditions used for the PCR were described previously (7).
The E. coli RNase HI fragment was sequenced and contained
one silent nucleotide difference from the sequence published
by Kanaya and Crouch (14), at nucleotide 470 (A3G). The
Mo-MLV Gag–RNase H fusion construct was based on the
design of the Mo-MLV Gag–SN fusion which has been used to
introduce SN into virions (18). The genes encoding the CTVI
constructs were delivered into CEF by the RCASBP(A) ret-

FIG. 1. Mo-MLV Gag–E. coli RNase HI fusion junctions. (A) The region encoding the C terminus of Gag from wild-type (w.t.) Mo-MLV is shown. The protein
is released at the termination codon (UAG) 95% of the time this region is translated, yielding a Gag polyprotein. The Gag-Pol polyprotein is produced by nonsense
suppression of this codon, which occurs 5% of the time. The Mo-MLV protease cleaves the Gag and Gag-Pol polyproteins four amino acids upstream of the gag
termination codon. Cleavage produces the mature C terminus of the NC domain of the Gag polyprotein and the mature protease N terminus in the Gag-Pol polyprotein.
(B) The cloning vector pMgag contains the Mo-MLV gag region in the pCla12NCO adaptor plasmid, followed by a ClaI site. A BamHI site has been inserted two amino
acids upstream of the NC PRCS, and four cloning sites XbaI (X), SalI (S), PstI (P), and HindIII (H), remain downstream for insertion of genes. The region encoding
E. coli RNase HI (RH) was inserted on a BglII-SalI fragment. The Mo-MLV Gag–RNase H fusion junction substitutes an Asp for the Leu two amino acids upstream
of the NC C terminus, while the RNase HI coding region begins just downstream. (C) An Mo-MLV PRCS was inserted into the Gag-nuclease fusion by modifying the
pMgag Mo-MLV gag region to include six codons of the Gag-Pol coding region (pMgagPRCS). A BamHI cloning site was inserted, and six other cloning sites, EcoRI
(E), SacI (Sa), SmaI (Sm), SalI (S), PstI (P), and HindIII (H), remain downstream for insertion of genes, followed by a ClaI site. E. coli RNase H was inserted as
described above. The predicted Mo-MLV PRCS is indicated (ç).
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roviral vector and expressed under the control of the viral
promoter-enhancer in the long terminal repeat. CEF were
cultured and passaged every 2 days when they reached conflu-
ence, as described previously (6). ALV retroviral vector prop-
agation was initiated by transfection of plasmid DNA that
contained the retroviral vector in a proviral form by the cal-
cium phosphate precipitation method (15). The course of the
retroviral infection was monitored by assaying culture super-
natants from confluent cells for the viral Gag protein. Three
plasmids that had been previously described were used in this
study for comparison: Mo-MLV Gag–SN plasmid pGN1600
(18); Mo-MLV Gag plasmid pGN1601 (18), which produces
only the Mo-MLV Gag polyprotein; and Mo-MLV Gag-SN*
plasmid pGS293 (25), which differs from Mo-MLV Gag–SN in
two missense mutations in the SN gene that result in an inac-
tive SN enzyme. Maximum levels of Mo-MLV Gag, Mo-MLV
Gag–RNase H, Mo-MLV Gag–SN, and Mo-MLV Gag–SN*
were seen 10 to 14 days posttransfection (Fig. 2A), which
coincided with maximum RCASBP(A) production (data not
shown). Immunoblot analysis indicates that the Mo-MLV
Gag–RNase H polyprotein was expressed at a lower level than
Mo-MLV Gag or Mo-MLV Gag–SN (Fig. 2A). Several viral
proteins that were smaller than the expected full-length
polyproteins were also observed. We believe that these pro-
teins are the result of partial degradation of the Pr85 or Pr65

polyprotein associated with the virion isolation procedure,
since smaller Gag-associated proteins were also seen in the
Mo-MLV Gag control. Southern blot analysis of genomic
DNA isolated from day 24 cultures detected only intact pro-
viruses (data not shown). An in situ RNase H assay showed
that virus particles isolated from CEF expressing the Mo-MLV
Gag–RNase H polyprotein contained high levels of RNase H
activity (Fig. 2B). Little or no RNase H activity was detected in
any other culture supernatants (Fig. 2B).
CEF expressing the Mo-MLV Gag–RNase H polyprotein

significantly inhibit Mo-MLV spread. The antiviral effect of
the CTVI fusions expressed by the CEF cultures was measured
first in a prophylaxis assay. The cultures were challenged with
a low dose (multiplicity of infection [MOI] of 0.05 to 0.1 focus-
forming units [FFU] per cell) of amphotropic Mo-MLV strain
Mo(4070A) (19, 20). Mo(4070A) is an engineered hybrid Mo-
MLV that contains the env gene and a portion of the pol gene
of the amphotropic 4070A virus. The Mo(4070A) virus stock
was produced on NIH 3T3 cells (1 3 106 to 2 3 106 FFU/ml).
Infectious virus was quantitated by the S1L2 focus assay on
D56 cells (1). The CEF cultures, which were dividing rapidly,
were passaged for 14 days after Mo(4070A) infection. Infec-
tious Mo(4070A) was quantitated at day 14 by the S1L2 focus
assay (Table 1). CEF expressing the Mo-MLV Gag–RNase H
polyprotein reduced the level of infectious Mo(4070A) pro-

FIG. 2. Expression of Mo-MLV Gag fusion polyproteins in CEF. (A) Mo-MLV Gag fusion genes were delivered and expressed by the replication-competent
retroviral vector RCASBP(A) in CEF. RCASBP(A) infections were initiated by transfection of plasmids containing the vector in proviral form. Virions were pelleted
from 5 ml of infected cell supernatants at 4, 8, and 12 days posttransfection. The proteins were denatured, separated by sodium dodecyl sulfate–12% polyacrylamide
gel electrophoresis, and analyzed by Western transfer (6). The filter was probed with anti-MuLV CA serum (1:5,000 delution), and the bound proteins were visualized
by chemiluminescence on Kodak X-Omat film. MOCK, uninfected CEF; RH, Mo-MLV Gag–E. coli RNase HI; SN, Mo-MLV Gag–SN; Gag, Mo-MLV Gag. The
locations of the ;85-kDa Mo-MLV Gag–SN and Mo-MLV Gag–RNase H polyproteins (Pr85) and the ;65-kDa Mo-MLV Gag polyprotein (Pr65) are indicated. (B)
E. coliRNase HI activity was detected by an in situ polyacrylamide gel assay described previously (11, 26). Viral proteins prepared from day 14 infected-cell supernatants
were separated on a sodium dodecyl sulfate–9.5% polyacrylamide gel containing a 32P-labeled RNA-DNA hybrid substrate. Viral protein from 2 ml of supernatant was
loaded per lane. After electrophoresis, the gel was put through a series of washes to allow the proteins to renature and RNase H to hydrolyze the 32P-labeled RNA.
The gel was dried and exposed to Kodak X-Omat film. RNase H activity appears as clear bands on a black background. Lanes: 1, purified human immunodeficiency
virus type 1 RT (10 mg) used as an RNase H activity positive control; 2, Mo(4070A)-infected CEF; 3, Mo-MLV Gag-expressing CEF; 4, Mo-MLV Gag–RNase
H-expressing CEF. The values to the left are molecular sizes in kilodaltons.
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duced by more than 1,500-fold compared to the Mo(4070A)-
infected CEF control.
Several cultures were further characterized over the course

of the 14-day Mo(4070A) infection by quantitating the levels of
infectious Mo(4070A) by S1L2 focus assay (Fig. 3A) and
analyzing the expression levels of the Mo-MLV Gag and
RCASBP(A) Gag polyproteins by Western immunoblotting
(Fig. 3B and C). The amount of infectious Mo(4070A) pro-
duced peaked 7 to 8 days after infection in the control cultures
(CEF alone and CEF expressing Mo-MLV Gag), and the titer
remained relatively constant over the next 6 days (Fig. 3A). In
contrast, the amount of infectious Mo(4070A) produced by
CEF expressing either the Mo-MLV Gag–RNase H or Mo-
MLVGag–SN polyprotein was significantly inhibited, although
the levels of infectious virus slowly increased over the course of
the experiment. Mo(4070A) virus production was also moni-
tored by the appearance of the Mo-MLV CA protein (;30
kDa) on immunoblots (Fig. 3B). The levels of expression of the

FIG. 3. Prophylactic antiviral effect of Mo-MLV Gag fusion polyproteins. CEF cultures expressing no Mo-MLV Gag (Mock), Mo-MLV Gag–RNase H (RH),
Mo-MLV Gag–SN (SN), and Mo-MLV Gag (Gag) were challenged with Mo(4070A) (0.05 to 0.1 FFU/cell) at day 0. (A) Infected-cell supernatants from days 0, 4, 6,
8, 10, 12, and 14 postinfection were analyzed for infectious Mo(4070A) by S1L2 focus assay. (B and C) Virions were pelleted from equal volumes of infected-cell
supernatants from days 4, 6, 8, 10, 12, and 14 post-Mo(4070A) infection, and the Mo-MLV and RCASBP(A) Gag protein levels were analyzed. (B) Autoradiograms
of Western immunoblots probed with the anti-MuLV CA serum, which detects the ;30-kDa MuLV CA protein (CA), the 65-kDa Gag polyprotein precursor of
Mo-MLV (Pr65), and the ;85-kDa Gag polyprotein precursors of Mo-MLV Gag–RNase H and Mo-MLV Gag–SN (Pr85). Viral proteins obtained from 5 ml of
supernatant were loaded on each lane. (C) Autoradiograms of Western blots probed with anti-avian myeloblastosis virus MA serum (1:5,000 dilution) (27), which binds
the ;19-kDa ALV MA protein (MA). Viral proteins obtained from 0.5 ml of supernatant were loaded on each lane.

TABLE 1. Inhibition of Mo-MLV spread by CTVIa

Construct used for
treatment

Titer (FFU/ml)b (fold inhibition)c

Expt 1 Expt 2

None (mock treatment) 1.6 3 105 2.1 3 105

Vector alone 2.4 3 104 (6.6) NDd

Mo-MLV Gag 2.5 3 104 (6.3) 4 3 104 (5)
Mo-MLV Gag–RNase H 1 3 102 (1,550) 9 3 101 (2,330)
Mo-MLV Gag–SN 5 3 101 (3,100) 1.6 3 101 (13,125)
Mo-MLV Gag–SN* 1.9 3 104 (8.4) ND

a In a prophylaxis assay, CEF cultures seven passages after transfection with
plasmids containing the RCASBP(A) retroviral vector-CTVI constructs were
challenged with Mo(4070A) (multiplicity of infection, 0.05 to 0.1 FFU per cell).
Infectious Mo(4070A) levels were quantitated from supernatants 14 days postin-
fection by S1L2 focus assays. This experiment was performed twice.
b Titers are averages of duplicate assays.
c Fold inhibition was determined by comparing the Mo(4070A) titers of the

experimental constructs to the Mo(4070A) titer on mock-treated CEF.
d ND, not done.

VOL. 71, 1997 NOTES 3315



Mo-MLV Gag, Mo-MLV Gag–RNase H, and Mo-MLV
Gag–SN polyproteins remained relatively constant throughout
the experiment (Fig. 3B). At late time points post-Mo(4070A)
infection (days 12 to 14), the Mo-MLV Gag polyprotein levels
may decrease slightly due to proteolytic processing by protease
from the infectious Mo(4070A). The levels of the MA protein
(;19 kDa) from the RCASBP(A) retroviral vector remained
relatively constant throughout the experiment (Fig. 3C).
The previously characterized Mo-MLV Gag–SN fusion

polyprotein was tested in parallel with the Mo-MLV Gag–
RNase H fusion to provide a direct comparison to a charac-
terized CTVI construct known to have antiviral activity. Un-
expectedly, the antiviral effect of Mo-MLV Gag–SN was 100-
fold greater in the experiments reported here (.3,000-fold
[Table 1]) than that previously observed (;30-fold [18]). We
hypothesize that the increase in the antiviral effect is due to an
increase in the efficiency of producing CEF cultures that ex-
press higher levels of the fusion polyprotein. The CEF them-
selves grew at a faster rate, presumably due to changes in the
growth media including different serum lots. This difference in
growth rate was especially apparent in CEF infected with
Mo(4070A). In previous experiments, Mo(4070A) infection
dramatically slowed the growth of CEF and caused some cy-
totoxicity. In the experiments reported here, all CEF cultures
grew at the same rate until natural senescence. We also saw a
consistent six- to eightfold inhibition of Mo(4070A) titer in
cells expressing the control constructs, including cultures that
expressed the RCASBP(A) vector (Table 1), that was not de-
tected previously (18, 25). Although this may be related to the
“steric effect” (three- to fivefold) of the Mo-MLV Gag–SN*
polyprotein on Mo(4070A) virus production observed by Schu-
mann et al. (25), the decrease in the Mo(4070A) titers pro-
duced in cultures that expressed RCASBP(A) suggests that the
RCASBP vector may alter cells in ways that interfere with
Mo-MLV virus production, leading to a slight overestimate of
the CTVI effect. While several CTVI constructs have signifi-
cant antiviral effects when used prophylactically, the levels of
infectious virus do increase during the experiment. The pro-
duction of a small number of viruses that do not contain CTVI-
derived polyproteins most likely accounts for the small number
of infectious viruses needed to spread the infection. We believe
that mutations in the gag gene capable of circumventing this
antiviral strategy would be exceedingly rare since they would
require the selection of Gag mutants that would still assemble
normally but be able to exclude Gag-degradative enzyme
polyproteins from virions.
Delivery of the Mo-MLV Gag–RNase HI fusion polyprotein

to Mo-MLV-infected CEF has a therapeutic effect. To assess
the therapeutic potential of the CTVI strategy, CEF chroni-
cally infected with Mo(4070A) were transfected with the
RCASBP(A) retroviral vector plasmids containing the Mo-
MLV Gag fusions and passaged for 16 days. For the therapy
assay, CEF chronically infected with Mo-MLV were generated
by infecting 4 3 106 cells with 2 3 106 FFU of Mo(4070A) (1
ml of virus stock) and passaging the culture four to six times to
allow maximum spread of the virus. The Mo(4070A)-infected
CEF cultures produced a maximum titer of 3 3 105 to 4 3 105

FFU/ml as quantitated by the S1L2 focus assay. The
RCASBP virus spread through Mo(4070A)-infected CEFs
with kinetics similar to the spread on CEF that had not been
infected with Mo(4070A), reaching maximum levels after ;8
days as determined by Western analysis of ALV MA levels
(data not shown). The levels of infectious Mo(4070A) were
quantitated throughout the experiment. The Mo(4070A) titers
at 14 days posttransfection in two experiments are shown in
Table 2. The level of infectious Mo(4070A) was reduced 7.5- to

18-fold in CEF expressing the Mo-MLV Gag–RNase H
polyprotein and 15- to 38-fold in CEF expressing the Mo-MLV
Gag–SN polyprotein. Infection with the RCASBP(A) vector
alone or RCASBP(A) expressing the Mo-MLV Gag polypro-
tein lowered the titer of Mo(4070A) produced by a chronically
infected culture two- to threefold compared to Mo-MLV-in-
fected CEF. This suggests that only a slight therapeutic effect
is directly attributable to the CTVI constructs once the infec-
tion is established.
Cleavage of the Mo-MLV Gag–nuclease fusion junction by

the incoming Mo-MLV protease. We designed an Mo-MLV
Gag polyprotein fusion junction that could be cleaved by the
protease of an incoming infectious Mo-MLV by including the
region six amino acids on either side of the normal Mo-MLV
protease cleavage site (PRCS) (Fig. 1C). The new Gag fusion
plasmid moves the BamHI site to a position just downstream of
the Gag termination codon (pMGagPRCS). The termination
codon was changed to a codon for glutamine, the same amino
acid that Mo-MLV inserts during suppression of the stop
codon when the Gag-Pol polyprotein is produced. We con-
structed genes encoding the Mo-MLV Gag PRCS–RNase H
and Mo-MLV Gag PRCS–SN polyproteins to determine if
cleavage of the RNase HI or SN domain from the polyprotein
would increase the antiviral effect. A prophylaxis assay was
used to measure Mo(4070A) production in cells expressing the
Mo-MLV Gag PRCS fusions and the original Mo-MLV Gag
fusions. Addition of the PRCS did not alter the level of inhi-
bition by the RNase HI or SN polyprotein (data not shown),
nor did inclusion of the PRCS alter the therapeutic antiviral
effect of either the Mo-MLV Gag–RNase H or the SN
polyprotein (data not shown). Virion proteins isolated from
day 16 of the therapy assay of Mo-MLV-infected CEF and
CEF expressing Mo-MLV Gag, Mo-MLV Gag–RNase H, and
Mo-MLV Gag PRCS–RNase H were assayed for RNase H
activity by in situ RNase H assay. Only virions from Mo-MLV
Gag–RNase H and Mo-MLV Gag PRCS–RNase H cultures
contained measurable RNase H activity (Fig. 4). A new protein
with RNase H activity at ;22 kDa was observed in virions
obtained from cultures expressing the Mo-MLV Gag PRCS–
RNase H polyprotein. Presumably, this protein, which corre-
sponds in size to E. coli RNase HI, is the RNase HI domain
cleaved from the Mo-MLV Gag PRCS–RNase H polyprotein
by the Mo-MLV protease. While the Mo-MLV Gag PRCS
cleavage site construction did not increase the antiviral effect
of RNase HI or SN, we have proven the feasibility of the
concept. The ability to release a degradative enzyme from the

TABLE 2. Inhibition of infectious Mo-MLV produced after
CTVI treatmenta

Construct used for
treatment

Titer (FFU/ml)b (fold inhibition)c

Expt 1 Expt 2

None (mock treatment) 3 3 105 3.8 3 105

Vector alone 1.5 3 105 (2) NDd

Mo-MLV Gag 1 3 105 (3) 1.6 3 105 (2.4)
Mo-MLV Gag–RNase H 4 3 104 (7.5) 2.1 3 104 (18)
Mo-MLV Gag–SN 2 3 104 (15) 1.3 3 104 (29)

a In a therapy assay, CEF chronically infected with Mo(4070A) were trans-
fected with plasmids containing the RCASBP(A) retroviral vector-CTVI con-
structs. Levels of infectious Mo-MLV in supernatants were quantitated 14 days
posttransfection by S1L2 focus assays. The experiment was performed twice.
b Titers are averages of duplicate assays.
c Fold inhibition was determined by comparing the Mo-MLV titers of the

experimental constructs to the Mo-MLV titer on mock-treated CEF.
d ND, not done.
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polyprotein should make it possible to design future CTVI
fusions in which activation of the degradative enzyme is con-
trolled by protease cleavage (e.g., a zymogen). This should
allow the use of degradative enzymes whose expression would
otherwise be too toxic for the cell.
Conclusions. If we are to seriously consider using CTVI to

treat viral diseases in humans, two significant problems must
be solved. (i) If the host is immunocompetent, then the host’s
immune system is likely to eliminate cells that express the
CTVI construct. This problem is exacerbated in diseases, like
AIDS, in which the immune system of the host reacts strongly
with the viral pathogen (human immunodeficiency virus type
1). (ii) There is no simple method that can be used to deliver
genes into an adult animal (or human) stably and efficiently.
Both of these limitations can be overcome in animal model
systems, in which it is possible to deliver genes, by using either
DNA microinjection or retroviral infection, into an embryo.
This eliminates the host’s immune response, and such methods
can be used to deliver genes efficiently. The mouse experimen-
tal system can be used to test the CTVI strategy in vivo. If such
experiments are successful, and a mouse expressing an appro-
priate Mo-MLV Gag–RNase H or Mo-MLV Gag–SN fusion is
protected from Mo-MLV infection, then two types of addi-
tional projects can be contemplated. One is to adapt CTVI to
other animal systems in which viral infections have important
economic consequences (e.g., agriculture). This should be rel-
atively straightforward. The more complex project would be to
develop CTVI protocols that can be adapted to human pa-
tients. To be successful, such protocols would need to solve not
only the problem of efficient delivery but also the problems
posed by the presence of the patient’s immune system.
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