
GAAT TCG GCTTAG GC CCAGC AGAGA ACCGA CATG GAATT GCTT CG CTTC TCGC TGCTGCTC
AT CCA GT CATG GCTGGG GCCCGTGCAG TTCC TCAG CAGGAT TTTCAC CA ACAG CC TGAT GT
TCG GCAC CTCGG AC CG TGTCTATGAGAA AC TGAA GGA CCTGG AAGAGGG AA GC CGAA  
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