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GAAT TCGGCTTAGGCCCAGCAGAGA ACCGA CATG GAATT GCTTCGCTTCTCGCTGCTGCTC

AT CCAGT CATG GCTGGG GCCCGTGCAG TTCCTCAG CAGGAT TTTCACCAACAG CCTGAT GT
TCGGCACCTCGGACCGTGTCTATGAGAA ACTGAA GGA CCTGG AAGAGGG AAGCCGAA
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