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Supplementary Figure 1: Kinetic analysis of gene expression in B cells by semi-quantitative PCR 

cDNA was prepared from naïve, IgM-memory and Ig isotype switched memory B cells and normalised 

for expression of GAPDH. PCR was then performed using primers specific for PLZF, KLF9 or KLF4, 

with samples being removed after the indicated number of amplification cycles. The relative differences in 

expression level of these genes between naïve and memory B-cell subsets was then estimated from 

intensities of the resultant product. 

 


