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Supplementary Figure 4: (a) Interaction of the N-terminal GIP residues Y1’ and I7’ (blue 
sticks) with methyl-β-cyclodextrin (yellow/red sticks). Meshed surfaces represent the 1.5σ 
2FO-FC map. (b) Stereo view of GIP1-42 binding to GIPR-ECD. Four hydrophobic ligand 
residues (orange sticks) occupy the GIPR-ECD binding groove (surface representation). 
Ligand residues involved in intermolecular hydrogen bonds (dashed lines) are depicted as 
green sticks, the respective GIPR-ECD residues as cyan sticks, and water molecules as red 
spheres. 
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