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Exposed BurriedConserved Similar Non conserved
Kd < 10 fold higher Kd > 10 fold higher Kd > 100 fold higer Kd < 10 fold lower

PTEIESLCMNCYRNGTTRLLLTKIPFFREIIVSSFSCEHCGWNNTEIQSAGRIQDQGVRYTLTVRS--QEDMNREVVKTDSATTRIPELDFEIPAFSQKGALTT
VQEVESLCMECGKNGTTKLLLTVIPYFREVVLMSFECPHCGFKNAQVQHAETIQPEGSKITFHVED--KEDLNRTVVKSQEAIVSIPEIQLEIP--GRLGQLTT
VQEIESLCMNCGKNGTTRLLLTSIPYFREIIIMSFDCPHCGFKNCEIQPASQIQEKGSRYVLKVEC--REDFNRQVIKSETATCKFVELDIEIP--AKRGQLTT
LYVVESMCMRCQENGTTRFLLTLIPHFRKVLISAFECPHCGERNNEVQFAGEIQPRGCCYNLEVLAGDVKIFDRQVVKSESATIKIPELDFEIPPEAQRGSLST
PTVIESLCMNCYENGSTRLLLTKIPFFKEIIISSFACPHCNWSNTEIQSAGRIQEQGVQYTLQVKT--KRDMNREVVKSDSASTRIPQLDFEIPAFTQKGSLST
PIVVDSVCPVCEEDGETRIMCTSIPYYRAVILMSFECPHCGHKNNEIQSGEAVQEHGTLIVLRVQK--PEDLRRQLVKSEYASIEVPELQLEIPHKSQPGEVTT
-VEVESACMNCFETGVTRLLPTKIPFFREVVLMSFKCDHCGHINNEMQSASEIQKSGIRIELRVQS--VADLNRRVVRSDNSSISIPEIELEIPVQSQKGEVTT

VEGLISRAISGLEQDQPTRRAVEGAIAERIDEFIGKLKDLK---QMASPFTLVIDDPSGNSFVENPHAPQKDNALVITYYDRTPQQAEMLGLQAEA-{7}-EED
IEGILSNVVDDLSKEQESRKESAPQLYDQINAFIEKVNSLR---SGSVPFTITVDDITGNSWIEMKPG-RDGDRWSQVSYKRTLEQNTKLGLVDTD-{23}-EV
VEGLLSEMIDDLSQDQEMRKSIDEALYKKIDDFIQKVKSYINCEPNTIPITFILDDPAGNSWIEYKPG-EPQHKWSHTQYVRTDEQNVQVGIITRD-{40}-EN
VEGILARAADELSALQEERKKVDPKTAEAIDQFLSKLRACA---KAETSFTFILDDPAGNSFIENPHAPSPDPSLTIKFYERTPEQQATLGYVANP-{40}-DI
IEGLLDRAVAGLEQDQPIRKATDPTVADKIEEFIQRLKKLK---EVEDEFSLIIDDPSGNSFIENPFAPQKDAALSVTYYKRTPQQNAALGIEVE--{12}-DT
VEGVLERVHRGLSQDQEKRRLLDPEGASQIDAYLQKITSCM---ELGETWTLRLRDPTGNCYIQNPDVRHVDPRCIISHYHRNLDERKLLALADDN-{18}-ED
VEGIIERTIAGLSQDQEKRRIDHPETAASIEKYIERLHRLK---EVTTPFQVLLEDISGNSFIENPLAPAADPQLKTSYFTRSQQQNEQLGLYEQN-{17}-EN

LRN------EVLQFNTNCPECNAPAQTNMKLVQIPHFKEVIIMATNCENCGHRTNEVKSGGAVEPLGTRITLHITDPSDMTRDLLKSETCSVEIPELEFELGMA
DPN------EVHTFHATCPSCSHQCDTHMKLLDIPHFKEVIIMSTVCDRCGYRSNEVKTGGEIPPKGRKITLKVMDAEDLSRDILKSETASLKIPELGLDLFPG
FNN------EVQTFRASCPSCTQECETHMKPVNIPHFKEVIIMSTVCDHCGYKSNEVKTGGAIPDKGRRITLYCDDAADLSRDILKSETCSMVIPELHLDIQEG
SDNL-{7}-EVMTFPSTCGACTEPCETRMFVTKIPYFQEVIVMASTCDSCGYRNSELKPGGAIPEKGKKITLSVRNITDLSRDVIKSDTAGVIIPELDLELAGG
LRN------EVLVFNTNCPECNAPANTNMKLVQIPHFKEVIIMATNCDSCGHRTNEVKSGGATEELGTRITLHLTDPSDMSRDLLKSETCSVLIPELEFELGMA
AKQ------EVLHFATDCPNCHGPTEVKMKPTDIPFFQTVIIMSLACDRCGYKSNEVKSGGAIRDQGCRMSVKLEKDLDLARDVLKTDTCALSIPEIDLEVGGN
LHG------EVLQFPTNCPSCQAPCETNMKLTNIPHFKEVVIMATVCGACGHKTNEVKSGGGVEAQGVRFRVQIASREDLTRDVLKSETCSMSIPELDLEVGPH

VLGGKFTTLEGLLKDIRELVT-KNPFTLGDSSNPDQSEKLQEFSQKLGQIIEGKMKAHFIMNDPAGNSYLQNVYAP--EDDPEMKVERYKRTFDQNEELGL
TLGGRFTTIEGLLAQVYDELYGRVFSQETDSMTPEQVANWQQFLCNLTAAREGATQFTLILDDPLSQSYLQNYYAP--DPDPNMTIEEYERSFQVNEELGL
TLGGRFTTLEGLLRQVYEELESRIFTQTSDSMDEATKARWVEFFAKLKEAIAGKVKFTVIMEDPLAGSYIQNVYAP--DPDPNMTIEDYERTKEQNEDLGL
TLGGMVTTVEGLVTQIRESLARVHGFTFGDSMEESKLNKWREFGARLTKLLSFEQPWTLILDDELANSFIAPVTDDI-KDDHQLTFEEYERSWDQNEELGL
ALGGKFTTVEGLLKDIKELIVSKNPFMCGDSSASDRVEKLQLFGQKIDKIMAGEMDVHIVLDDPAGNSYLQNVYAP--DPDPEMKIEKYTRTFEQNEDLGL
ALCGRFTTIEGLLTATKEQLDAQSSFFMGDSAQTGEKSAVTTFLEKLDDIIALRLPATIILDDPTGCSYVQSLTAPM---DPRLTKEFYTRTYEQNDELGI
ALCGRFTTVEGLLVAMRDQLDGT---LFHDSADDATKQQMQRFLDTFEDVMNLKRVITLVLEDPAGNTYVQSLSDDDSEPDDKLTVERYDRSYEDNEDLGL

Effect of Ala Mutants ( Kd relative to WT)
Solvent Accessibility

. . . . . . . . . .100 110 120 130 140

. . . . . . . . .150 160 170 180 190 200 210 220 230

. . . . . . . . . .250 260 270 280 290 300 310 320 330 340

. . . . . . . . . .350 360 370 380 390 400 410 420 430 440


