
Figure SF2: Similarity-based functional annotation of 4 metagenomic datasets at 3 different bitscore cutoffs.
The smaller pie charts show the amount of functional characterization possible using each of the sources
of functional annotation individuallywhile the large pie chart shows the combination of these acording to
the procedure described in the methods. Note that the bitscore cutoff only applies to the COG, KEGG and
UniRef90 mappings, and remote homology is the same as the UniRef mapping with a 40 bit cutoff
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