CLUSTAL X (1.83) multiple sequence alignment
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————— CIWHNLS--—-----——-YMKCSWLPGRNTSPDTNYTLYYWHRSL--EKIHQCEN
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————— CTTNTTEDNYSRLRSYQVSLHCTWLVGTDAPEDTQYFLYYRYGSW--TEECQEYS
————— CTTHTVVSSHTHLRPYQVSLRCTWLVGKDAPEDTQYFLYYRFGVL--TEKCQEYS

----- CVYYNWQ-—-—-——==----YLLCSWKPG I GVLLDTNYNLFYWYEGL --DHALQCVD
----- CIYYNWQ--—-——------YLVCSWKPGKTVYSDTNYTMFFWYEGL --DHALQCAD
----- CFVFNVE---——-——-——YMNCTWN-SSSEPQPTNLTLHYWYKNS--DNDKVQKC
----- CFVFNIE----—-----—YMNCTWN-SSSEPQATNLTLHYRYKVS--DNNTFQEC
----- CIYYGKE--———-----—HMECTWKSGPVQPPNSEHYLYYWHREM--EETKECPE
----- CFIYNAD-----------LMNCTWARGPTAPRDVQYFLY IRNSKR--RRE IRCPY
----- CEIRAAR------—-----FLSCAWREGPAAPADVRYSLRVLNSTG--HDVARCMA
----- CWIHDVD-----------FLSCSWAVGPGAPADVQYDLYLNVANR--RQQYECLH
----- CWVHEGQ---—-—-—-—-—----LSCQWERGPKATGDVHYRMFWRDVRLGPAHNRECPH
————— CLIINLD--—-===----—YVNCTWS-----EHQYNYSLKGGFSYF---DIEDCPE
----- CK1INVD-————=----—YVECIWQRN---LSTMNYTFSSMFANDG--LDRGCPK
S To) f A7 1 = g — VQVTWN--ASKYSRTNLTFHYRFNGD--EAYDQCTN
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l——m oo YRE-GQH I ACSFKLTKVEP-SFEHQ-——--~- NVQ IMVKDNAGK IRPSCK
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R-—m—mmm— DAL-NRNTACWFPRTF INSKGFEQL---—-—~— AVHINGSSKRAAIKPFDQL
R — IKADGQN 1 GCRFP--YLEASDYKDF -~~~ Y ICVNGSSENKPIRSSYFT
R — LQHDEKNVGCKLS--NLDSSDYKDF----—- FICVNGSSKLEP IRSSYTV
S HYLFSEE 1 TSGCQLQKKE IHLYQTF------ VVQLQ--DPREPRRQATQM
Smmmmmmo HYLFSKE1TSGCQIQKEDIQLYQTF----—- VVQLQ--DPQKPQRRAVQK
S — 1VSSNNERGCRFP--RQSLLEFSKF------ NMCVNGSSSTGSLRPAYFS
R —— 1QDSGTHVGCHLDN---LSGLTSRN--~-—- YFLVNGTSRE1GIQFFDSL
D-—mmmmm— PGD-DVITQCIAN---DLSLLGSEA----—- YLVVTGRSGAGPVRFLDDV
Y C— TDAQGTRIGCRFDD I SRLSSGSQSS-——--~- HILVRGRSAAFG IPCTDKF
YHSLDVNTAGPAPHGGHEGCTLDLDTVLGSTPNSPDLVPQVT I TVNGSGRAGPVPCMDNT
[ — ETANGVNVACMLP----YKERTQRFN----—~— TLKTSLYRDDGSLVTEQE
[V —— ILEQNYTGCRIP----LKDQNLRFN----—— KFIVTIYTEGKHT ISKTF
[ — LLQEGHTSGCLLDAEQRDDILYFSIR-——————————=—— NGTHPVFTAS
V- FLSGAGVTSGC I LPAARAGLLELALR-————————————— DGGGAMVFKAR
-------------------------- PDRIVFNIS-=--——————————————KTPYGVK
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VPLTSRVKPDPPHIKNLSFH-NDDLYVQWENPQ-NFISRCLFYEVEVNNSQTETH---NV
VSLTSYVKPDPPHIKHLLLK-NGALLVQWKNPQ-NFRSRCLTYEVEVNNTQTDRH---NI1
FALHAIDQINPPLNVTAEIE-GTRLS IQWEKPVSAFP IHCFDYEVKIHNTRNG-————--
FSPLAIDQVNPPRNVTVEIE-SNSLY IQWEKPLSAFPDHCFNYELKIYNTKNG-————--
FQLONIVKPLPPVYLTFTRESSCEIKLKWSIPLGP IPARCFDYEIEIREDDTT-==----
FOLONIVKPLPPEFLHISVENSIDIRMKWSTPGGP IPPRCYTYEIVIREDDIS-————--
LKLONLVIPWAPENLTLHKLSESQLELNWNNRF--LNH-CLEHLVQYRTDWDHS—-----
LNLONLVIPRAPENLTLSNLSESQLELRWKSRH--IKERCLQYLVQYRSNRDRS-——---
IEIQNYVKPAAVSSLDVLET-DGWLKLEWAPPSGQVPEHCLDYEVESSTLMANGKE-LKQ
LDTKKIERFNPPSNVTVRCN-TTHCLVRWKQPRTYQKLSYLDFQYQLDVHRKNTQPGTEN
VATKALERLGPPRDVTASCN-SSHCTVSWAPPSTWASLTARDFQFEVQWQSAEPGS----
VVFESQIEILTPP-NMTAKCN-KTHSFMHWKMRS--HFNRKFRYELQ IQKRMQP - ——-——-
VDLQRAEVLAPP-TLTVECN-GSEAHARWVARN-RFHHGLLGYTLQVNQSSRS——-----
HMLKEYVKLNPPTNLSVVEKKDAELWLYWNVTK---NDNCIESEVRYRTDQNN-—-———--
DSLERNVLLNPPYNLSVMWNEHSDTLSLYWNSSAPLRKTCIVYMVRNQKDPSQ-—-----
RWMVYYLKPSSPKHVRFSWH-QDAVTVTCSDLS----YGDLLYEVQYRSPFDT-————--
QRASAWLKPRPPWNVTLLWTPDGDVTVSWPAHS----YLGLDYEVQHRESNDDED-----
VIWRVANNNADPQCFNTEVQYKRQCEKDWERSH-——————-—- RIKLQNNQEE-——----
ESAMQYVRLKKP-QLTVQRVGDSLMFQTNASDLDEFEESCYKYNYTYNECGKE-——-—-—-

FYVQEAKCENPEFERNVENTSCFMVPGVLPDTLNTVRIRVKTNKLCYEDDKLWSNWS
LEVEEDKCQNSESDRNMEGTSCFQLPGVLADAVYTVRVRVKTNKLCFDDNKLWSDWS

-YLQIEKLMTNAFISIIDDLS--————————- KYDVQVRAAVSSMCREAG-LWSEWS
-HIQKEKLIANKFISKIDDVS---——==——-- TYSIQVRAAVSSPCRMPG-RWGEWS
--LVTATVENETYTLKTTNET-==—=————- RQLCFVVRSKVNIYCSDDG- IWSEWS
--WESATDKNDMKLKRRANES--———=————- EDLCFFVRCKVNI1YCADDG-IWSEWS
-WTEQSVDYRHKFSLPSVDGQ-----———-- KRYTFRVRSRFNPLCGSAQ-HWSEWS
-WTELIVNHEPRFSLPSVDEL - ==——————- KRYTFRVRSRYNP ICGSSQ-QWSKWS
TEILENLDLGTSYELPREAES-——-—————- KKTCFNLRSKVNMYCADGG-FWSDWS
LLINVSGDLENRYNFPSSEPR---—————-- AKHSVKIRAADVRIL----- NWSSWS
TPRKVLVVEETRLAFPSPAPHG--=——————- GHKVKVRAGDTRMK-—--- HWGEWS
---VITEQVRDRTSFQLLNPG--==——————- TYTVQIRARERVYE-—--- FLSAWS
---EPQEYNVSIPHFWVPNAG---———————- A1SFRVKSRSEVYPR----KLSSWS
-WKDTTPGVRTTYSLPFPSNK---——————-- QYKFQVRARITSSCGQSK-FWSEWS
-——-SLNVTDTSYSVSPVSQON--———————- KLYVFQVRSTVADSCGSSD-FWSDWS
-——EWQSKQENTCNVTIEGLD---—---- AEKCYSFWVRVKAMEDVYGPDTYPSDWS
---AWQTTSGPCCDLTVGGLDP—-=—=———- ARCYDFRVRASPRAAHYGLEAQPSEWT
—————————— NHLNLSTLSTK-—-----——-MNYDFRIRMKY--ECLEKD--WSNWT

—---SRNFTEHISKSTKQFDQY -—=—————-- CKYKARVQIHFSSNCGRG---FSELS



