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Fig. 9.  Alignment of representative TFIIAγ proteins from different plant species.
The accession numbers for mRNA sequences used in the alignments are as follows:
Arabidopsis thaliana (At4g24440); OsTFIIAγ1 (CB097192); OsTFIIAγ 5 (CA753920);
Zea maize (AY104120); Hordeum vulgare subsp. Spontaneum (BJ480181); Triticum
aestivum (BT008998).


