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Fig. 10.  TAL effector genes pthXo6 and pthXo7 are novel members of the effector family.  
(A) Map of prototypical TAL effector gene. Repetitive region is depicted as series of boxes in 
central coding region. NLS 1 2 3 and AD are the highly conserved three nuclear localization signal 
motifs and the transcription activation domains found encoded in all members of the gene family. 
B, BamHI; S, SphI. 
(B) The first three repeat units of PthXo6 as represented by the single amino acid code. The 
hypervariable 12th and 13th codons are underlined in each repeat. An * (asterisk) is used to depict a 
predicted missing amino acid residue in repeat 2 in comparison the typical full repeat of 34 aa. 
(C) Alignment of the repeat units of PthXo6, PthXo7 and other TAL effectors as represented by the 
hypervariable 12th and 13th codons of each respective repetitive region using the single amino acid 
residue code. Asterisk use is as for (B).   

 
 
 
 
 
 
 
 
 
 


