Supplement Fig. S2. Bayesian analysis of AIH and CPA phylogenies. Maximum consensus trees were
constructed as described in the "Materials and methods" section. Accession numbers are for the NCBI
protein database (http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=Protein), except the Chlamydomonas
accession numbers, which are for the Chlamydomonas genome database at http://genome.jgi-
psf.org/Chlre3/Chlre3.home.html. The numbers at the branches give the clade credibilities. Accession
numbers in bold mark species which are present in both trees and where both genes are clustered. (A) AIH
tree. (B) CPA tree.
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