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To decrease the effect of deleterious mutations in comparison to baseline simulations, we 

increased the number of mortality loci.  For simulations in which we used 20 mortality loci 

instead of 10 mortality loci, the effect of each locus was one-half that of the effect of each locus 

in the baseline simulations.  Similarly, for simulations in which we used 40 mortality loci, the 

effect of each locus was one-quarter that of the effect of each locus in the baseline simulations.  

To increase the effect of deleterious mutations, we used two approaches.  First, we decreased the 

number of mortality loci to five, such that the effect of each locus was twice that of the effect of 

each locus in the baseline simulation.  Second, we kept the same number of loci, but doubled the 

effect of each locus on mortality rate.  In all of these simulations, both the mean and variance in 

mutation load changes in comparison to the baseline simulations.  Therefore, any differences as 

compared to the baseline simulations could be due to either factor.   

 


