Supplementary Figure 1
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MSGGKYVDSEGHLYTVPIREQGNIYKPNNKAMADEVNEKQVYDAHTKE IDLVNRDPKHLN
DDVVKIDFEDVIAEPEGTHSFDGIWKASFTTFTVTKYWFYRLLSTIFGIPMALIWGIYFA
ILSFLHIWAVVPCIKSFLIEIQCISRVYSIYVHTFCDPLFEAIGKIFSNIRISTQEET

F

MAQAYWQCYPWLVLLCACAWSYPGPESLGREDVRDCSTNPPRLPVTAVNTTMRLAALRQQ
MEKSNLSAYIIPDTDAHMSEYIGKHDERRAWISGFTGSAGTAVVTKKKAAVWTDSRYWTQ
AERQOMDCNWELHKEVSISSIVAWILAEVPDGENVGEFDPFLESVGSWENYDQELODSNRHL
LSITTNLVDVAWGSERPPVPSQPIYALPKEFTGSTWQEKVSAIRSYMONHTMAPTGVLLS
ALDETAWLEFNLRSSDIPYNPFFYSYTLLTDSSIRLFVNKSRESLETLOQYLNTNCTLPMCV
QLEDYSQIRDGVKAYASGNVKILIGISYTTYGVYDVIPKEKLVTETYSPVMLIKAVKNSK
EQALTLKASHVRDAVAVIQYLVWLEKNVPKGTVDEFSGAEHIDQLRRNENFSSGPSFETIS
ASGLNAATAHYSPTKELHRKLSLDEMYLVDSGGQYWDGTTDITRTVHWGTPTAFQKEAYT
RVILMGNIDLSRLVFPAATSGRVVEAFARRALWEVGLNYGHGTGHGIGNFLCVHEWPVGEQ
YNNMAMAKGMFTSIEPGYYQDGEFGIRLEDVALVVEAKTKYPGTYLTFELVSFVPYDRNL
IDVSLLSPEQLQYLNRYYQTIRENIGPELQRRQLLEEFAWLERHTEPLSASAPHTTSLAS
MWVASALAILSWSC

Supplementary Figure 1. MS/MS spectra of peptides and sequence coverage for rat caveolin-1 and APP
found concentrated in isolated caveolae. Four MS/MS spectra of the doubly charged tryptic peptides, A) peptide of
rat Caveolin-1, HLNDDVVK (position 58 - 65), B) peptide of rat Caveolin-1, YYDSEGHLYTVPIR (position 6 — 19), C)
peptide of rat APP DAVAVIQYLVWLEK (position 372 — 385) and D) peptide of rat APP, LEDVALVVEAK (position 568
—578). The peptide coverage of the fragment ions corresponding to their theoretical peptide sequences are 92.9%,
73.1%, 80.8% and 90%, respectively. E) Amino acid sequence coverage of rat caveolin-1 (NCBI: gi17017233). 17
unique tryptic peptides identified; 57.3% protein sequence coverage. F) Amino acid sequence coverage of rat APP
(NCBI: gi13560983). 49 unique tryptic peptides identified; 61.6% protein sequence coverage. All identified peptides of
both proteins are highlighted in blue in panels E and F.



