Additional File 2: cDNA-based nucleotide alignment of the gene sequences. Element borders are indicated by vertical black lines, and are
labeled above the sequence. Repeats are indicated by shaded boxes, which each different color (red = type 1; blue = type 2; green = type 3;
yellow = type 4; and purple = type 5). Stop codons are shown in red boxes. The conserved splice signals are indicated by blue boxes. Conserved
stretches in the alignment (minimum of 8 nt long, with a maximum average entropy of 0.02 and maximum entropy per position of 0.2) are
indicated by green boxes above the alignment. Sites that are polymorphic in five of the eight sets are shown by red arrows; positions polymorphic

in four of the eight sets are indicated by orange arrows.
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Wb 10
ATG—GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG~~ GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG~~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!

ATG~~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG—GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG~~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG— GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG—GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG—~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG— GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGTTCTTGCTATCTCG
ATG—GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
ATG—~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGTTCTTGCTATCTCG!
ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG—GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
ATG—~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG~~ GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG—GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
ATG—~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG~~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG—GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(

ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG~~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
ATG~~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG

ATG -~ GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG— GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG— GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG— GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA

ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG—~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG—~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG~~ GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
ATG—~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG~~ GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!

ATG~~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG~~ GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG~~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG~~ GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!

ATGGAGGTGAAAGTGACACTGATCTTTGCCATTGTGGCTGCTCTTGCTATCTCG
ATG—~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG— GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
ATG—GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATGGAGGTGAAAGCAACACTGATCGTTGCCATTCTGGCTGTTCTTGCTATCTCG!
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA

ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
ATG—GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG—~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!

ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATG—GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATG—~GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATGGAGGTGAAAGTGACACTGATCTTTGCCATTGTGGCTGCTCTTGCTATCTCG
ATG—GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
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AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTCATGAGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCTCAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA - TAGCTCTCAGAA
AAGAAATCAAATTATTACTCGGTATTACTTCATGAGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA - TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCTCAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA - TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTTGGTATTACTTGATAAGTGGCAAATATTAAGCCAACAAAAGG - CTCACAGGA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA
AAGAAATCAAATTATTACTTGGTATTACTTGATAAGTGGCAAATATTAAGCCAACAAAAGG-CTCACAGGA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATACAGAGCCAACGAA-TAGCTCGCAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA~~TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCTCAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTCATGAGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA - TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCTCAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA - TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTCATGAGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA~~TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA - TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA~~TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTCCTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA - TAGCTCGCAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCGCAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTAGTCGGTATTCCTTCATAAGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTGATAAGTGCTAAATATAGAGCCAACGAA - TAGCTCACAGAA
AAGAAATCAAATTATTACTTGGTATTACTTGATAAGTGGCAAATATTAAGCCAACAAAAGG-CTCACAGGA
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GTATATATGATTATTT CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTAAATATGATTATTT CATAGTTTGTAATATGCATTTTTAAATTGTTCGT
GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTAAATATGATTATTT CATAGTTTGTAATATGCATTTTTAAATTGTTCGT
GTATAT-T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT
GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATAT -T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT-T-ATTATTT-CATTTATCATAATATGTGTTTCTTACCTGTTTGT
GTATAT -T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT
GTATAT-T-ATTATTT CATTTATCATAATATGTGTTTCTTACCTGTTTGT
GTATAT-T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT-T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT
GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT - GATTATTT CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT-TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT-T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTAAATATGATTATTT-CATAGTTTGTAATATGCATTTTTAAATTGTTCGT
GTATAT-T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT
GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT-TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATAT-T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT
GTATAT-T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT
GTATAT TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTAAATATGATTATTT-CATAGTTTGTAATATGCATTTTTAAATTGTTCGT
GTATAT -T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT-T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATAT-TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT-TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGG
GTATATATGATTATTT CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATAT TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTAAATATGATTATTT -CATAGTTTGTAATATGCATTTTTAAATTGTTCGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT-T-ATTATTT CATTTATCATAATATGTGTTTCTTACCTGTTTGT

AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA - TAGCTCACAGAAAGTATATATGATTATTT CATATTTTATAATATGCATTTCTAAATTGTTCGT

AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA - TAGCTCGCAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA - TAGCTCGCAGAA
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCGCAGAA
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCGCAGAA

GTATAT-TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATAT-TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATAT-TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATAT-TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT CATATTTTATAATATGCATTTCTAAATTGTTCGG
GTATAT-TG TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT
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AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCGCAGAA-GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT 177
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA-~TATTGAGCCAACAAAATTACTCACATAA-GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT 172
AAGAAATCAAATTATTAGTCGGTATTCCTTCATAAGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA-GTAAATATGATTATTT CATAGTTTGTAATATGCATTTTTAAATTGTTCGT 177
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA-GTATAT-T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT 176
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAAAGTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT 175
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT - CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTAGTCGGTATTCCTTCATAAGTGCTAAATATAAAGCCAACGAA -GGGCTCACAGAA-GTAAATATGATTATTT -CATAGTTTGTAATATGCATTTTTAAATTGTTCGT 177
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA-GTAAATATGATTATTT CATAGTTTGTAATATGCATTTTTAAATTGTTCGT 177
AAGAAATCAAATTATTACTCGGTATTACTTGATATGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA-GTAAATATGATTATTT CATAGTTTGTAATATGCATTTTTAAATTGTTCGT 177
AAGAAATCAAATTATAACTCGGTATACCTTCATAAGTGGTA-~TATTGAGCCAACAAAATAACTCACATAA-GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT 172
AAGAAATCAAATTATTACTCGGTATTCCTTGATAAGTGCTAATTATAAAGCCAACGAAAGGGCGCACAGGA GTT TGATTATTT-CATTTTTTATAATATGCATTTCTGAATTGTTTGT 174
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTCCTTGATAAGTGCTAATTATAAAGCCAACGAAAGGGCGCACAGGA-GTT TGATTATTT-CATTTTTTATAATATGCATTTCTGAATTGTTTGT 174
AAGAAATCAAATTATTACTTGGTATTACTTGATAAGTGGCAAATATTAAGCCAACAAAAGG - CTCACAGGA-GTATAT-T-ATTATTT-CATTTATCATAATATGTGTTTCTTACCTGTTTGT 175
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA-GTAAATATGATTATTT -CATAGTTTGTAATATGCATTTTTAAATTGTTCGT 177
AAGAAATCAAATTATTACTTGGTATTACTTGATAAGTGGCAAATATTAAGCCAACAAAAGG-CTCACAGGA-GTATAT-T-ATTATTT-CATTTATCATAATATGTGTTTCTTACCTGTTTGT 175
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATACAGAGCCAACGAA-TAGCTCGCAGAA-GTATAT~GATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT 172
AAGAAATCAAATTATTACTCGGTATTCCTTGATAAGTGCTAATTATAAAGCCAACGAAAGGGCGCACAGGA GTT TGATTATTT-CATTTTTTATAATATGCATTTCTGAATTGTTTGT 174
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT - CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAAATATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA-GTATAT-T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT 176
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT - CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA-~TATTGAGCCAACAAAATTACTCACATAA-GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT 172
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGTTAAATATTAAGCCAACAAA-TGACTCACAGTA-GTATAT-T-ATTATTTTGATTTATTATAAAAGGTGTTTCTAACTTGTTTGT 176
AAGAAATCAAATTATTACTCGGTATTCCTTGATAAGTGCTAATTATAAAGCCAACGAAA ACAGGA GTT TGATTATTT CATTTTTTATAATATGCATTTCTGAATTGTTTGT 168
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA-~TATTGAGCCAACAAAATTACTCACATAA-GTATAT-TG-TTATTTTGATCCATTATAATATGTGTTTCTAACTTGTTTGT 172
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA-~TATTGAGCCAACAAAATTACTCACATAA-GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT 172
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATACAGAGCCAACGAA-TAGCTCGCAGAA-GTATAT -~ GATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT 175
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA-~TATTGAGCCAACAAAATTACTCACATAA-GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT 172
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT - CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA-GTATAT - TG -TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT 172
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA-~TATTGAGCCAACAAAATTACTCACATAA-GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT 172
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA-GTAAATATGATTATTT CATAGTTTGTAATATGCATTTTTAAATTGTTCGT 177
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATACAGAGCCAACGAA-TAGCTCGCAGAA-GTATAT -~ GATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT 172
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA-GTAAATATGATTATTT-CATAGTTTGTAATATGCATTTTTAAATTGTTCGT 177
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAAAGCCAACGAA-GGGCTCACAGAA-GTAAATATGATTATTT CATAGTTTGTAATATGCATTTTTAAATTGTTCGT 177
AAGAAATCAAATTATTACTCGGTATTCCTTCATAAGTGGTA -~ TATTGAGCCAACAAAATTACTCACATAA-GTATAT-TG-TTATTTTGATTTATTATAATATGTGTTTCTAACTTGTTTGT 172
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT -CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT 174
AAGAAATCAAATTATTACTCGGTATTACTTGATAAGTGCTAAATATAGAGCCAACGAA-TAGCTCACAGAA-GTATATATGATTATTT-CATATTTTATAATATGCATTTCTAAATTGTTCGT 174

4-1545 ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
4-1547 ATG— GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
4-1548 ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
4-1550 ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
4-2410 ATG — GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
4-2412 ATG - GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
4-2415 ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
4-2449 ATG— GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
10-01  ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
10-02  ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
10-03  ATG— GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
10-04  ATGGAGGTGAAAGTGACACTGATCGTTGCCATTATGGCTGCTCTTGCTATCTCG!
10-06  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
10-07  CTGGAGGTGAAAGTGACACTGATCGTTGCCATTATGGCTGCTCTTGCTATCTCG!
10-10  ATGGAGGTGAAAGCAACACTGATCGTTGCCATTCTGGCTGTTCTTGCTATCTCG!
10-11  ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
10-13  ATGGAGGTGAAAGCAACACTGATCGTTGCCATTCTGGCTGTTCTTGCTATCTCG!
10-14  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
10-15  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
10-17  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
10-18  ATGGAGGTGAAAGTGACACTGATCGTTGCCATTATGGCTGCTCTTGCTATCTCG!
10-19  ATG - GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
10-20  ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
10-21  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
10-22  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
10-24  ATG— GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
10-25  ATG GTGAAAGGGACACTGATCGGTGCCATTGTGGCTGCTCTTGCTATCTCG!
10-26  ATGGAGGTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
10-28  ATGGAGGTGGAAGGGACACTGATCGTTGCCATTATGGCTGCTCTTGCTATCTCG
10-29  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
10-30 ATG — GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
10-31  ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
10-32  ATG— GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
10-35 ATG - GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
10-37  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
10-38  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
10-39  ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
10-40  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
10-42  ATGGAGGTGAAAGCAACATTGATCGTCGCCATTGTGGCTGCTCTTGCTATCTCG!
10-43  ATGGAGGTGAAAGCAACATTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG!
10-46  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCG
10-50  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
10-51  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
10-52  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA(
10-54  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
10-55  ATG GTGAAAGTGACACTGATCGTTGCCATTGTGGCTGCTCTTGCTATCTCA
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2-05
2-06
2-07
2-08
2-09
2-11
2-12
2-15
2-17
2-18
2-20
2-21
2-24
2-25
2-28
2-34
2-35
2-36
2-37
2-38
2-47
2-50
2-52
2-55
2-56
2-57
2-59
2-61
2-63
2-64
2-65
2-66
2-67
2-73
2-76
2-77
2-79
2-82
2-84
2-90
2-91
2-95
2-102
2-103
2-105
2-106
2-107
2-109
2-111
2-115
2-116
2-118
2-119
4-1501
4-1503
4-1508
4-1511
4-1515
4-1516
4-1517
4-1520
4-1521
4-1523
4-1528
4-1530
4-1531
4-1532
4-1533
4-1534
4-1535
4-1536
4-1538
4-1542
4-1543
4-1544

190 200 210 220 230
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
AACACAATAAAAA-TAACATTTATT-CTTCGGCCTGCAGCATTCTGTTTTTTTTT
GACACAATAAAAAACAACATTTATT CTGCGGCCTGCAGCATTCTTGTTTTTTTT
AACACAATAAAAA-TAACATTTATT-CTTCGGCCTGCAGCATTCTGTTTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
GACACAATAAAAAACAACATTTATT-CTGCGGCCTGCAGCATTCTTGTTTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
GACACAATAAAAAACAACATTTATT-CTGCGGCCTGCAGCATTCTTGTTTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACACAATACACA-AAATATTTCTT CTGTGGGCTTCAGCATTCCGTTTATT
AACACAATAAAAA-TAACATTTATT-CTTCGGCCTGCAGCATTCTGTTTTTTTTT
TACACAATACACA-AAATATTTCTT-CTGTGGGCTTCAGCATTCCGTTTATT
AACACAATAAAAA-TAACATTTATT CTTCGGCCTGCAGCATTCTGTTTTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
AACACAATAAAAA-TAACATTTATT-CTTCGGCCTGCAGCATTCTGTTTTTTTTT
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGTTTTTTCTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACACAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCTGTTGGT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGTTTTTTCTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
AACACAATAAAAA-TAACATTTATT CTTCGGCCTGCAGCATTCTGTTTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGTTTTTTCTT
TACACAATATAA-TTAAT - TGTATTTATTAAGCCTACACCAATCCGTTTTC
AACACAATAAAAA-TAACATTTATT-CTTCGGCCTGCAGCATTCTGTTTTTTTTT
GACACAATAAAAAACAACATTTATT-CTGCGGCCTGCAGCATTCTTGTTTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGTTTTTTCTT
AACACAATAAAAA-TAACATTTATT-CTTCGGCCTGCAGCATTCTGTTTTTTTT
AACACAATAAAAA-TAACATTTATT CTTCGGCCTGCAGCATTCTGTTTTTTTT
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGTTTTTTCTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACACAATATAA-TTAAT - TGTATTTATTAAGCCTACACCAATCCGTTTTC
AACACAATAAAAA-TAACATTTATT-CTTCGGCCTGCAGCATTCTGTTTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG

AACACAATAAAAA-TAACATTTATT CTTCGGCCTGCAGCATTCTGTTTTTTTITTT

TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGTTTTTTCTT
GACACAATAAAAAACAACATTTATT-CTGCGGCCTGCAGCATTCTTGTTTTTTTT
GACACAATAAAAAACAACATTTATT-CTGCGGCCTGCAGCATTCTTGTTTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
GACACAATAAAAAATAACATTTATT-CTACGGCCTGCAGCATTCTGTTTTTTTT
GACACAATAAAAAATAACATTTATT-CTACGGCCTGCAGCATTCTGTTTTTTTT
TACACAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACACAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGT
GACACAATAAAAAATAACATTTATT CTACGGCCTGCAGCATTCTGTTTTTTTT
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGGTTTTTTTT
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
TACACAGTATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGT
TACACAATACACA-AAATATTTCTT-CTGTGGGCTTCAGCATTCCGTTTATT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
GACACAATAAAAAATAACATTTATT CTGCGGCCTGCAGCATTCTGGTTTTTTTT
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGGTTTTTTTT
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGGTTTTTTTT
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
GACACAATAAAAAATAACATTTATT-CTACGGCCTGCAGCATTCTGTTTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACACAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGT
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGGTTTTTTTT
TACACAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGT
TACACAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGT
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240 250 260 270 280 290 300 310 320 330 340 350 360
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTCTGAATATCGAACCGA TAGGGTTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGCTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGCTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA

ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATACTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTATATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTATTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGCTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTCTGAATATCGAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAATGAAAAAC-AAGTTTT -~ ATGTTTCTTTACCATCTGGTTTTCAAATTCATTTCGGTTGGAATTGGGCGTTTTGAATATCCAACCGCATGTAT TCTG ATAGGGTTAAACT
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAATGAAAAAC-AAGTTTT~ATGTTTCTTTACCATCTGGTTTTCAAATTCATTTCGGTTGGAATTGGGCGTTTTGAATATCCAACCGCATGTAT TCTG ATAGGGTTAAACT
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTCTGAATATCGAACCGA TAGGGTTAAACA
CGAATGGCAAAAGATAAGAATTCTCTTTATGTTCAACCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGCTAAACA
ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGCTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAATGGCAAAAGATAAGAATTCTCTTAATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCAAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAATTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAATGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAATCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA
CGAATGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA CAGGGTTAAACA
CGAATGAAAAAC-ACGTTTT~ATGTTTCTTTACCATCTGGTTTTCAAATTCATTTCGGTTGGAATTGGGCGTTTTGAATATCCAACCGCATGTAT TCTG ATAGGGTTAAACT
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA
ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCACGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAATGGCAAAAGATAAGAATTCTCTTAATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCAAACCGA TAGGGTTAAACA
ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAATGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAATCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACG
CGAATGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAATCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
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190 200 210 220 230

TACACAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGT
GACACAATAAAAAATAACATTTATT-CTACGGCCTGCAGCATTCTGTTTTTTTT
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
AACACAATAAAAA-TAACATTTATT CTTCGGCCTGCAGCATTCTGTTGTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGGTTTTTTTT
TACACAATATAA-TTAAC- TTTATTTCTTAAACCTACACCAATCCGTTGGT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACACAATATAA-TTAAC-TTTATTTCTTAAACCTACACCAATCCGTTGGT
TACACAATACACA-AAATATTTCTT-CTGTGGGCTTCAGCATTCCGTTTATT
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
TACACAATACACA-AAATATTTCTT-CTGTGGGCTTCAGCATTCCGTTTATT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACACAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCTGTTGGT
TACACAATATAA-TTAAC-TTTATTTCTTAAACCTACACCAATCCGTTGGT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG

AACACAATAAAAA-TAACATTTATT-CTTCGGCCTGCAGCATTCTGTTTTTTTTTT

TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGGTTTTTTTT

AACACAATAAAAA-TAACATTTATT CTTCGGCCTGCAGCATTCTGTTTTTTTITTT

TACACAATATAA-TTAAC - TTTATTTCTTAAACCTACACCAATCCGTTGGT
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGGTTTTTTTT
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGGTTTTTTTT
TACACAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCTGTTGGT
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGGTTTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
GACACAATAAAAAATAACATTTATT - CTGCGGCCTGCAGCATTCTGGTTTTTTTT
GACACAATAAAAAATAACATTTATT-CTGCGGCCTGCAGCATTCTGGTTTTTTTT
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
TACACAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCTGTTGGT
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
TACACAATATAA-TTAAT-TGTATTTATTAAGCCTACACCAATCCGTTTTC
GACACAATAAAAAATAACATTTATT CTGCGGCCTGCAGCATTCTGGTTTTTTTT
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG
TACAAAATATAA-TTTAT-ATTATTTCTTAAGCCTACACCAATCCGTTGGG

...Intron...

240 250 260 270 280 290 300 310 320 330 340 350 360
CGAATGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAATCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA

ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA

ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTGAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAATTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAATTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA

ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAATGACAAAAGATGTGTATTATCTTTATGTTCAATCTGGTATTCAAATTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACAACAT TTGAGGAGTAAAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAATGACAAAAGATGTGTATTATCTTTATGTTCAATCTGGTATTCAAATTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACAACAT TTGAGGAGTAAAGTTAAACA
CGAATGAAAAAC-ACGTTTT~ATGTTTCTTTACCATCTGGTTTTCAAATTCATTTCGGTTGGAATTGGGCGTTTTGAATATCCAACCGCATGTAT TCTG ATAGGGTTAAACT
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA
CGAATGAAAAAC-ACGTTTT~ATGTTTCTTTACCATCTGGTTTTCAAATTCATTTCGGTTGGAATTGGGCGTTTTGAATATCCAACCGCATGTAT TCTG ATAGGGTTAAACT
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAA-CA
CGAATGGCAAAAGATAAGAATTCTCTTTATGTTCAACCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAATGACAAAAGATGTGTATTATCTTTATGTTCAATCTGGTATTCAAATTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACAACAT TTGAGGAGTAAAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAA CA

ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAACA

ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA

ATGAAAAAA-ATGTTTC~ATGGTTCTTTACAATCTGGTTTTCAAATTCAATTCGTTTAGAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAATGACAAAAGATGTGTATTATCTTTATGTTCAATCTGGTATTCAAATTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACAACAT TTGAGGAGTAAAGTTAAACA

ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA

ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAATGGCAAAAGATAAGAATTCTCTTTATGTTCAACCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA

ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA

ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA

ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA
CGAATGGCAAAAGATAAGAATTCTCTTTATGTTCAACCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA
TGAATGACAAAGGATGTGTATTATGTTTACGTTCAATCTGGTAATCAAATTTAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGCAT TTACGGATTAGGATTAAACA

ATGAAAAAA-ATGTTTC~ATGGTACTTTACAATCTGGTTTTCAAATTCAATTCGGTTAAAATTAGGCGTTTTGAATATCCAACCGCATGCATGCATTCTG GTAGAGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA
CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA

CGAGTGGCAAAAGATAAGAATTATCTTTATGTTCAATCTGGTATTCAAGTTCAATTCAGTCAGAATTAGGCGTTTTGAATATCGAACCGA TAGGGTTAAACA

328
336
338
340
326
325
338
325
338
338
337
335
325
335
335
338
335
325
324
323
335
324
341
325
325
324
337
341
329
337
337
326
337
325
337
337
338
323
338
338
337
325
325
325
325



...Intron Ex1...
370 380 390 400 410 420 430 440 450 460 470 480 490 500 510 520 530 540
2-05 CAAAAAGGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTAGQAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 499
2-06 TAAA-~GGGAAAAAATAT - ~AAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAAAGCCAAATATAATAATGCAGAATGTGATTAC TTAATTAATTCGATTATTT CATTAACCCTTACAGLTCACGCACGAAGAGATTTCAATGAACGGCGAGG 503
2-07 CAAA- -~ GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-08 CAAA -~ GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-09 TAAA-~GGGAAAAAATAT - ~AAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAAAGCCAAATATAATAATGCAGAATGTGATTAC TTAATTAATTCGATTATTT CATTAACCCTTACAGLTCACGCACGAAGAGATTTCAATGAACGGCGAGG 503
2-11 TAAC -~ GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATAAATAAATTCGACTATTT CATTATCCC AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 492
2-12 TAAC~GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATACGACTATTT CATTATCCC AACAGLTCACGCAGAAAGAGATTTCAATGAACGACGAGG 492
2-15 TAAC~ GGGACCAGACATCGAAGAAGACAAATCTCCTA GC~-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATTTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC - AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 494
2-17 CAAA- -~ GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-18 CAAA -~ GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTTTCTTCATTATCCCCTACAGETCACGCACAAAGAGATTACAATGAACTACGAGG 498
2-20 TAAC~GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATACGACTATTT CATTATCCC AACAGLTCACGCAGAAAGAGATTTCAATGAACGACGAGG 492
2-21 CAAA- -~ GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-24 CAAAAAGGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 499
2-25 TAAC~GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC AACAGLTCACGCAGAAAGAGATTTCAATGAACGACGAGG 492
2-28 CAAA-~GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-34 GAAC-—~AGGAACAGACATCAAAGAAGGCGAGTTACCATTCTTATTTGCCACCTGCAAAAAACCAATGTAGAGCCAAATATAAAAATGCAGAATGTGATTAC TTAATTAATTCGATTTTT CATTACCCCTTACAGLTCACGCACAAAGCGATTTCAATGAACGACGAGG 498
2-35 TAAC~GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 492
2-36 GAAC-~AGGAACAGACATCAAAGAAGGCGAGTTACCATTCTTATTTGCCACCTGCAAAAAACCAATGTAGAGCCAAATATAAAAATGCAGAATGTGATTAC TTAATTAATTCGATTTTT CATTACCCCTTACAGLTCACGCACAAAGCGATTTCAATGAACGACGAGG 498
2-37 TAAC -~ GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 492
2-38 CAAA-~GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTAQAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-47 TAAC~GGGACCAGACATCGAAGAAGACAAATCTCCTA GC~-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC - AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 492
2-50 TAAC -~ GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTTATTAATTTTATTAATAAATTCGACTATTC CATTATCCC AACAGLTCACGCACGAAGAGATTTCAATGAACGACGAGG 492
2-52 CAAAAAGGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTAGQAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 499
2-55 TAAA-~GGGAAAAA - CATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCAGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAT TTAATTAATTCGATTTTTTT - CTTCATTATCCCCTACAGLTCACGCACGAAGAGATTACAATGAACGACGAGG 493
2-56 CAAA- -~ GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTT -~ CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 496
2-57 CAAA-~GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTTTCTTCATTATCCCCTAGQAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 498
2-59 TAAC~GGGACCAGACATCGAAGAAGACAAATCTCCTA GC~-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTTATTAATTTTATTAATAAATTCGACTATTC CATTATCCC - AACAGLTCACGCACGAAGAGATTTCAATGAACGACGAGG 495
2-61 CAAA- -~ GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTAQAGLCTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-63 TAAC -~ GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATTTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 494
2-64 CAAA-~GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTACAGLCTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-65 TAAC -~ GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTTATTAATTTTATTAATAAATTCGACTATTC CATTATCCC AACAGLTCACGCACGAAGAGATTTCAATGAACGACGAGG 495
2-66 TAAA-~GGGAAAAAATAT - ~AAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAAAGCCAAATATAATAATGCAGAATGTGATTAC TTAATTAATTCGATTATTT CATTAACCCTTACAGETCACGCACGAAGAGATTTCAATGAACGGCGAGG 503
2-67 TAAC~ GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC - AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 492
2-73 TAAC -~ GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC AACAGLTCACGCAGAAAGAGATTTCAATGAACGACGAGG 492
2-76 CAAA -~ GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTTTCTTCATTATCCCCTACAGETCACGCACAAAGAGATTACAATGAACTACGAGG 498
2-77 CAAA~~GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTAQAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-79 CAAA- -~ GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTACAGLCTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-82 CAAA -~ GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTTTCTTCATTATCCCCTACAGETCACGCACAAAGAGATTACAATGAACTACGAGG 498
2-84 TAAC~GGGACCAGACATCGAAGAAGACAAATCTCCTA GC~-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTTATTAATTTTATTAATAAATTCGACTATTC CATTATCCC AACAGLTCACGCACGAAGAGATTTCAATGAACGACGAGG 495
2-90 TAAC - GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATTTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 494
2-91 TAAC -~ GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATTTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 494
2-95 TAAC~GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC AACAGLTCACGCAGAAAGAGATTTCAATGAACGACGAGG 495
2-102 CAAA-~GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-103 TAAA-~GGGAAAAAATAT - ~AAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAAAGCCAAATATAATAATGCAGAATGTGATTAC TTAATTAATTCGATTATTT CATTAACCCTTACAGETCACGCACGAAGAGATTTCAATGAACGGCGAGG 503
2-105 TAAC~GGGACCAGACATCGAAGAAGACAAATCTCCTA GC~-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATTTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 494
2-106 CAAA-~GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTTTCTTCATTATCCCCTACQAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 498
2-107 TAAC - GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 493
2-109 CAAA-~GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTACQAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 500
2-111 CAAA-~GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 497
2-115 CAAA- -~ GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTTTCTTCATTATCCCCTACQAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 498
2-116 TAAC~GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTTATTAATTTTATTAATAAATTCGACTATTC CATTATCCC - AACAGLTCACGCACGAAGAGATTTCAATGAACGACGAGG 495
2-118 TAAC~ GGGACCAGACATCGAAGAAGACAAATCTCCTA GC~-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC - AACAGLCTCACGCAGAAAGAGATTTCAATGAACGACGAGG 492
2-119 TAAC -~ GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTT CATTATCCC AACAGECTCACGCAGAAAGAGATTTCAATGAACGACGAGG 492
4-1501 CAAA - GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTT -~ CTTCATTATCCCCTACRAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 496
4-1503 TAAC GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTC CATTATCCC - AACAGLCTCACGCACGAAGAGATTTCAATGAACGACGAGG 491
4-1508 TAAC ~GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTC CATTATCCC AACAGLCTCACGCACGAAGAGATTTCAATGAACGACGAGG 491
4-1511 TAAA  GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTT~TTCATTATCCCCTA! TCACGCACGAAGAGATTACAATGAACGACGAGG 499
4-1515 CAAA- - GGGAAAAAACATCAAAGAAAGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTT - CTTCATTATCCCCTACQAGLCTCACGCACAAAGGGATTACAATGAACTACGAGG 496
4-1516 TAAA - GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTGATTAATTCGATTTTATTT ~ TTCATTATCCCCTACAGL TCACGCACAAAGAGATTACAATGAAAGACGAGG 499
4-1517 TAAC  GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTC CATTATCCC-AACAGETCACGCACGAAGAGATTTCAATGAACGACGAGG 491
4-1520 TAAC GGGACCAGACATCGAAGAAGACAAATCTCCTA GC~-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTC CATTATCCC - AACAGCTCACGCACGAAGAGATTTCAATGAACGACGAGG 492
4-1521 TAGA - GGGAAAAAATAT ~ AAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAGAGCCAAATATAATAATGCAGAATGTGATTAC TTAATTAATTCGATTATTT CATTAACCCTTACAGCTCACGCACGAAGAGATTTCAATGAACGGCGAGG 503
4-1523 TAAA-GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTATT ~CTTCATTATCCCCTACAGLCTCACGCACAAAGAGATTACAATGAACGACGAGG 499
4-1528 GAAC ~AGGAACAGACATCGAAGAAGACAAGTGTTATCAATCATTTGTCACCTAGCATAACCCAATGTAGACCTAAATATCATAATGCAGAATGTGA TTAATTAGTTCGATGATTT CATTACCCCCTACAGCTCACGCACGAAGAGATTTCAATGAACTACGAGG 498
4-1530 CAAA- - GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCGCCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTT~CTTCATTATCCCCTA! TCACGCACAAAGAGATTACAATGAACTACGAGG 500
4-1531 TAAC  GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTC CATTATCCC-AACAGCTCACGCACGAAGAGATTTCAATGAACGACGAGG 492
4-1532 TAAC GGGACCAGACATCGAAGAAGACAAATCTCCTA GCATAAAACCAATATAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTC CATTATCCC - AACAGCTCACGCACGAAGAGATTTCAATGAACGACGAGG 493
4-1533 TAAC GGGACCAGACATCGAAGAAGACAAATCTCCTA GC-ATAAACCAATGTAGAGCTAGAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTC CATTATCCC AACAGCTCACGCACGAAGAGATTTCAATGAACGACGAGG 492
4-1534 TAGA  GGGAAAAAATAT - AAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAGAGCCAAATATAATAATGCAGAATGTGATTAC TTAATTAATTCGATTATTT CATTAACCCTTACAGCTCACGCACGAAGAGATTTCAATGAACGGCGAGG 503
4-1535 TAAC GGGACCAGACATCGAAGAAGACAAATCTCCTA GC~-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTC CATTATCCC AACAG@CTCACGCACGAAGAGATTTCAATGAACGACGAGG 491
4-1536 CAAA- - GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTT - CTTCATTATCCCCTAQAGCTCACGCACAAAGAGATTACAATGAACTACGAGG 496
4-1538 TAAA - GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTTTT TTCATTATCCCCTACRGCTCACGCACGAAGAGATTACAATGAACGACGAGG 500
4-1542 TAAC GGGACCAGACATCGAAGAAGACAAATCTCCTA GC~-ATAAACCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATTAATTTTATTAATAAATTCGACTATTC CATTATCCC - AACA@CTCACGCACGAAGAGATTTCAATGAACGACGAGG 492

4-1543 CAAA-~GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTAATTAATTCGATTTTTTT -~ CTTCATTATCCCCTA
4-1544 TAAA-~GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC TTGATTAATTCGATTTTATTT~ TTCATTATCCCCTACKH
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GGGACCAGACATCGAAGAAGACAAATCTCCTA
GGGAAAAAATAT -~ AAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAGAGCCAAATATAATAATGCAGAATGTGATTAC
GGGACCAGACATCGAAGAAGACAAATCTCCTA
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGAAAAAACATCAAAGAAAGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGAAAAAATAT -~ AAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAGAGCCAAATATAATAATGCAGAATGTGATTAC
GGGAAAAAACATCAAAGAAAGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
TAT-~AAGAAGGCGACTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAGAGCCAAATATAATAATGCAGAATGTGATTAC
TAT -~ AAGAAGGCGACTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAGAGCCAAATATAATAATGCAGAATGTGATTAC
GGGACCAGACATCGAAGAAGACAAATCTCCTA
GGGAAAAAACATCAAAGAAGTCAAA GAAGGCAATGTAGAGCTAAATATAAAAATGCAGAATGTAATTAC
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGAAAAAACATCAAAGAAGTCAAA GAAGGCAATGTAGAGCTAAATATAAAAATGCAGAATGTAATTAC
AGGAACAGACATCGAAGAAGACAAGTGTTATCAATCATTTGTCACCTAGCATAACCCAATGTAGACCTAAATATCATAATGCAGAATGTGA
TAT -~ AAGAAGGCGACTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAGAGCCAAATATAATAATGCAGAATGTGATTAC
AGGAACAGACATCGAAGAAGACAAGTGTTATCAATCATTCGTCACCTAGCATAACCCAATGTAGACCTAAATATCATAATGCAGAATGTGA
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTTTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGAAAAA-CATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCAGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAT
GGGAAAAAACATCAAAGAAGTCAAA GAAGGCAATGTAGAGCTAAATATAAAAATGCAGAATGTAATTAC
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTTTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
AGGACCAGACATCGAAGAAGACAAATCTCCTA
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTTTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGACCAGACATCGAAGAAGACAAATCTCCTA
AGGACCAGACATCGAAGAAGACAAATCTCCTA
GGGAAAAAACATCAAAGAAGTCAAA
GGGACCAGACATCGAAGAAGACAAATCTCCTA
GGGACCAGACATCGAAGAAGACAAATCTCCTA
GGGAAAAA-CATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCAGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAT
GGGACCAGACATCGAAGAAGACAAATCTCCTA
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGACCAGACATCGAAGAAGACAAATCTCCTA
GGGACCAGACATCGAAGAAGACAAATCTCCTA
TAT-~AAGAAGGCGACTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAGAGCCAAATATAATAATGCAGAATGTGATTAC
GGGAAAAA - CATCAAAGAAGGCGAGATACCATTCTTATTTGTCACCAGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAT
TAT-~AAGAAGGCGACTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAGAGCCAAATATAATAATGCAGAATGTGATTAC
TAT-~AAGAAGGCGACTTACCATTCTTATTTGTCACCTGCTATAAACCAATGTAGAGCCAAATATAATAATGCAGAATGTGATTAC
GGGACCAGACATCGAAGAAGACAAATCTCCTA
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAT
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
GGGAAAAAACATCAAAGAAGGCGAGTTACCATTCTTATTTGTCACCTGCCATAACCCAATGTAGAGCTAAAGATAATAATGCAGAATGTGATCAC
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CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 499
CATTATCCC - AACAGLTCACGCACGAAGAGATTTCAATGAACGACGAGG 491
CATTAACCCTTACAGLETCACGCACGAAGAGATTTCAATGAACGGCGAGG 503
CATTATCCC-AACAGETCACGCACAAAGAGATTTCAATGAACGACGAGG 495
CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 497
CTTCATTATCCCCTACAGLTCACGCACAAAGGGATTACAATGAACTACGAGG 496
CATTAACCCTTACAGETCACGCACGAAGAGATTTCAATGAACGGCGAGG 503
CTTCATTATCCCCTACAGLTCACGCACAAAGGGATTACAATGAACTACGAGG 496
CATTAACCCTTACAGLTCACGCACGAAGAGATTTCAATGAACGGCGAGG 491
CATTAACCCTTACAGETCACGCACGAAGAGATTTCAATGAACGGCGAGG 491
CATTATCCCAACAGLTCACGCACGAAGAGATTTCAATGAACGACGAGG 492
CATTACCCCTTACAGLTCACGCACAAAGAGATTTCAATGAACAGCGAGG 476
CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 496
CATTACCCCTTACAGLTCACGCACAAAGAGATTTCAATGAACAGCGAGG 476
CATTACCCCCTACAGLTCACGCACGAAGAGATTTCAATGAACTACGAGG 498
CATTAACCCTTACAGETCACGCACGAAGAGATTTCAATGAACGGCGAGG 491
CATTACCCCCTACAGETCACGCACGAAGAGATTTCAATGAACTACGAGG 498
CTTCATTATCCCCTACAGCTCACGCACAAAGAGATTACAATGAACTACGAGG 496
CTTCATTATCCCCTACAGLTCACGCACAAAGAGATTACAATGAACTACGAGG 495
CTTCATTATCCCCTACAGCTCACGCACGAAGAGATTACAATGAACGACGAGG 493
CATTACCCCTTACAGLTCACGCACAAAGAGATTTCAATGAACAGCGAGG 476
CTTCATTATCCCCTACAGLCTCACGCACAAAGAGATTACAATGAACTACGAGG 495
CATTATCCC AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 496
CTTCATTATCCCCTACAGLCTCACGCACAAAGAGATTACAATGAACTGCGAGG 496
CTTCATTATCCCCTACAGLCTCACGCACAAAGAGATTACAATGAACTACGAGG 496
CTTCATTATCCCCTACAGCTCACGCACAAAGAGATTACAATGAACTACGAGG 495
CATTATCCCAACAGLTCACGCACGAAGAGATTTCAATGAACGACGAGG 492
CATTATCCC AACAGLTCACGCACAAAGAGATTTCAATGAACGACGAGG 496
CATTACCCCTTACAGETCACGCACAAAGAGATTTCAATGAACAGCGAGG 470
CATTATCCC - AACAGLTCACGCACGAAGAGATTTCAATGAACGACGAGG 492
CATTATCCC AACAGLCTCACGCACGAAGAGATTTCAATGAACGACGAGG 492
CTTCATTATCCCCTACAGETCACGCACGAAGAGATTACAATGAACGACGAGG 496
CATTATCCC - AACAGLCTCACGCACGAAGAGATTTCAATGAACGACGAGG 492
TTTCATTATCCCCTACRGLETCACGCACAAAGAGATTACAATGAACGACGAGG 496
CATTATCCCAA TCACGCACGAAGAGATTTCAATGAACGACGAGG 491
CATTATCCC AACAGLCTCACGCACGAAGAGATTTCAATGAACGACGAGG 492
CATTAACCCTTACAGCTCACGCACGAAGAGATTTCAATGAACGGCGAGG 491
CTTCATTATCCCCTACGAGECTCACGCACGAAGAGATTACAATGAACGACGAGG 493
CATTAACCCTTA( TCACGCACGAAGAGATTTCAATGAACGGCGAGG 491
CATTAACCCTTACRAGCTCACGCACGAAGAGATTTCAATGAACGGCGAGG 491
CATTATCCC-AACAGCTCACGCACGAAGAGATTTCAATGAACGACGAGG 492
TTTCATTATCCCCTACAGCTCACGCACAAAGAGATTACAATGAACGACGAGG 496
CTTCATTATCCCCTACQAGCTCACGCACGAAGAGATTACAATGAACGACGAGG 496
TTTCATTATCCCCTA( TCACGCACAAAGAGATTACAATGAACGACGAGG 496
CTTCATTATCCCCTACGAGCTCACGCACAAAGAGATTACAATGAACTGCGAGG 496
CTTCATTATCCCCTACGAGCTCACGCACAAAGAGATTACAATGAACTGCGAGG 496
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AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAA
AAATGAGAATGGCAGAGAGAGAGGACAAGGTCGCTTGGGAGCCAAGCCTGGTGGAAT
AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT
AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT,
AAATGAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGCAAGGCCTGGTGGAAT
AAAGGAGAATGACACAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT
AAAGGAGAATGGCAGAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT,
AAAGGAGAATGACACAGAGAGAGGACAAGGTGGCT TTGGAGGAAGGCCTGGTGGAAT
AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT
AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT,
AAAGGAGAATGGCAGAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT,
AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT
AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT,
AAAGGAGAATGGCAGAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT,
AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT
AAAGGAGAATGGCAGAGAGAGAGGACAAGATCGCTTTGGAGGAAGGCCTGATGGAAT,
AAAGGAGAATGACACAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT,
AAAGGAGAATGGCAGAGAGAGAGGACAAGATCGCTTTGGAGGAAGGCCTGATGGAAT
AAAGGAGAATGACACAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT,
AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT,
AAAGGAGAATGACACAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT
AAAGGAGAATGGCAGAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT
AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT,

GCAGATGGG IGGATCGAGYQCAAGATGG TGGACCAATGGE TGGAAG,

AGG T TCGATGGACCTGACTCTGGTGLCC

GCAGATGGGTGGATCTAGQCAAGATGGTGGACCAGTGGTTGGAAGGAGGTTCGATGGACCTGGATTTGGTGCCC(
GCAGATGGGTGGATCGAGQCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
GCAGATGGGTGGATCGAGJCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
GCAGATGGGTGGATCTAGQCAAGATGGTGGACCAGTGGTTGGAAGGAGGTTCGATGGACCTGGATTTGGTGCCC(

GCAGATGGGTGGTCCTAGQCAAGATGGTGGACCAATGGGTGGAAGG
GCAGACGGGTAGTCCTAGQCAAGATGGTGGACCAATGGGTGGAATG
GCAGATGGGTGGTCCTAGQCAGGATGGTGGACCAATGGGTGGAAGG

[AGATTCGATGGACCTGAATCTGGTGCCC(
[AGGTTCGATGGACCTGAATCTGGTGCCC(
[AGGTTCGATGGACCTGAATCTGGTGCCC(

GCAGATGGGTGGATCGAGQCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
GCAGATGGGTGGATCGAGGCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(

GCAGACGGGTAGTCCTAGGCAAGATGGTGGACCAATGGGTGGAAT(

[AGGTTCGATGGACCTGAATCTGGTGCCC(

GCAGATGGGTGGATCGAGQCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
GCAGATGGGTGGATCGAGGCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(

GCAGACGGGTAGTCCTAGGCAAGATGGTGGACCAATGGGTGGAAT(

[AGGTTCGATGGACCTGAATCTGGTGCCC(

GCAGATGGGTGGATCGAGQCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(

GCAGATGGGTGGACCTAGGCAAGATGGCGGTCCGATGGGTGGTAG(
GCAGATGGGTGGTCCTAGGCAAGATGGTGGACCAATGGGTGGAAGH
GCAGATGGGTGGACCTAGQCAAGATGGCGGTCCGATGGGTGGTAG(
GCAGATGGGTGGTCCTAGGCAAGATGGTGGACCAATGGGTGGAAGH
GCAGATGGGTGGATCGAGGCAAGATGGTGGACCAATGGGTGGAAGA
GCAGATGGGTGGTCCTAGGCAAGATGGTGGACCAATGGGTGGAAG(
GCAGACGGGTAGTCCTAGGCAAGATGGTGGACCAATGGGTGGAAT(
GCAGATGGGTGGATCGAGGCAAGATGGTGGACCAATGGGTGGAAGA

[AGATTCGACGGACCTAGATTTGGTGCCC(
AGATTCGATGGACCTGAATCTGGTGCCC(
IAGATTCGACGGACCTAGATTTGGTGCCC(
AGATTCGATGGACCTGAATCTGGTGCCC(
[AGGTTCGATGGACCTGACTCTGGTGCCC(
IAGATTCGATGGACCTGAATCTGGTGCCC(
AGGTTCGATGGACCTGAATCTGGTGCCC(
AGGTTCGATGGACCTGACTCTGGTGCCC(

AAATGAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAAGGAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAAGGAGAATGACACAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAAGGAGAATGGCAGAGAGAGAGGACAA
AAATGAGAATGGCAGAGAGAGAGGACAA
AAAGGAGAATGACACAGAGAGAGGACAA
AAAGGAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA

GGTCGCTTTGGAGGAAGGCCTGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTCGCTTTGGAGCAAGGCCTGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT

GCAGATGGGTGGACCGAGQCAAGATGGTGGACCAATGGGTGGAAGJAGATTCGATGGACCTGGATTTGGTGCCC(
GCAGATGGGTGGATCGAGQCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
GCAGATGGGTGGATCGAGGCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
GCAGACGGGTAGTCCTAGQCAAGATGGTGGACCAATGGGTGGAATQAGGTTCGATGGACCTGAATCTGGTGCCC(
GCAGATGGGTGGATCGAGQCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
GCAGATGGGTGGTCCTAGGCAGGATGGTGGACCAATGGGTGGAAGGAGGTTCGATGGACCTGAATCTGGTGCCC(
GCAGATGGGTGGATCGAGGCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
GCAGACGGGTAGTCCTAGQCAAGATGGTGGACCAATGGGTGGAATGAGGTTCGATGGACCTGAATCTGGTGCCC(

GCAGATGGGTGGATCTAG
GCAGATGGGTGGTCCTAG
GCAGACGGGTAGTCCTAG
GCAGATGGGTGGATCGAG
GCAGATGGGTGGATCGAG
GCAGATGGGTGGATCGAG

CAAGATGGTGGACCAGTGGTTGGAAGGAGGTTCGATGGACCTGGATTTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGGAGATTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAATGAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(

AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT,
AAAGGAGAATGGCAGAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT,
AAAGGAGAATGACACAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT
AAAGGAGAATGACACAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT,
AAAGGAGAATGGCAGAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT,
AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT

GCAGATGGGTGGATCGAG
GCAGACGGGTAGTCCTAG
GCAGATGGGTGGTCCTAG
GCAGATGGGTGGTCCTAG
GCAGACGGGTAGTCCTAG
GCAGATGGGTGGATCGAG

CAAGATGGTGGACCAATGGGTGGAAGA
CAAGATGGTGGACCAATGGGTGGAAT(
CAGGATGGTGGACCAATGGGTGGAAG(
CAGGATGGTGGACCAATGGGTGGAAG(
CAAGATGGTGGACCAATGGGTGGAAT(
CAAGATGGTGGACCAATGGGTGGAAGA

JAGGTTCGATGGACCTGACTCTGGTGCCC(Q
AGGTTCGATGGACCTGAATCTGGTGCCC(
AGGTTCGATGGACCTGAATCTGGTGCCC(
AGGTTCGATGGACCTGAATCTGGTGCCC(
AGGTTCGATGGACCTGAATCTGGTGCCC(
JAGGTTCGATGGACCTGACTCTGGTGCCC(

AAATGAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGACACAGAGAGAGGACA/
AAATAAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGACACAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACA/
AAATAAGAATGGCAGAGAGAGAGGACA/
AAATAAGAATGGCAGAGAGAGAGGACAA
AAAGGAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGGCAGAGAGAGAGGACAA
AAATGAGAATGGCAGAGAGAGAGGACA/

GGTCGCTTTGGAGCAAGGCCTGGTGGAAT
GGTGGCTTGGGAGGAAGGCCTGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTCGCTTTGGAGGAAGGCCTGGTGGAAT

GCAGATGGGTGGATCTAG
GCAGATGGGTGGTCCTAG
GCAGATGGGTGGATCGAG
GCAGATGGGTGGTCCTAG
GCAGATGGGTGGATCGAG
GCAGATGGGTGGATCGAG
GCAGATGGGTGGATCGAG
GCAGACGGGTAGTCCTAG
GCAGACGGGTAGTCCTAG
GCAGACGGGTAGTCCTAG
GCAGATGGGTGGATCGAG
GCAGACGGGTAGTCCTAG
GCAGACGGGTAGTCCTAG
GCAGATGGGTGGACCGAG

CAAGATGGTGGACCAGTGGTTGGAAGRAGGTTCGATGGACCTGGATTTGGTGCCC(
CAGGATGGTGGACCAATGGGTGGAAGRAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGGAGATTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAATGAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAATGAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAATGAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAATGAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAATGAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTTCCC(

AAATAAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCGGGTGGAAT
AAATGAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCTGGTGGAAT
AAAGGAGAGTGGCAGAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT,
AAAGGAGAATGGCAGAGAGAGAGGACAAGGTGGCTTTGGAGGAAGGCCTGGTGGAAT,
AAATGAGAATGGCAGAGAGAGAGGACAAGACCGCTTTGGAGGAAGGCCTGGTGGAAT
AAATGAGAATGGCAGAGAGAGAGGACAAGGTCGCTTTGGAGGAAGGCCTGGTGGAAT,

GCAGATGGGTGGATCGAG
GCAGATGGATGGACGGAG
GCAGACGGGTAGTCCTAG
GCAGACGGGTAGTCCTAG
GCAGATGGGTGGATCTAG
GCAGATGGGTGGACCGAG

CAAGATGGTGGACCAATGGGTGGAAGA
CAAGATGGTGGACCAATGGGTGGAAG!
CAAGATGGTGGACCAATGGGTGGAAT
CAAGATGATGGACCAATGGGTGGAAG
CAAGATGGTGGACCAATGGGTGGAAG!
CAAGATGGTGGACCAATGGGTGGAAGA

JAGGTTCGATGGACCTGACTCTGGTGCCC(
AGGTTCGATGGACCTGGATTTGGTGCCC(
AGGTTCGATGGACCTGAATCTGGTGCCC(
AGGTTCGATGGACCTGAATCTGGTGCCC(
AGGTTCGATGGACCTGGATTTGGTGCCC(
JAGGTTCGATGGACCTGACTCTGGTGCCC(

AAAGGAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACA/
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GGCCGCTTTGGAGGAAGGCCTGATGGAAT
GGTCGCTTTGAAGGAAGGCAGGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GACCGCTTTGGAGGAAGGCCTGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGCCGCTTTGGAGGAAGGCCTGGTGGAAT
GGTGGCTTTGGAGGAAGGCCTGGTGGAAT
GGTCGCTTTGGAGGAAGGCCGGGTGGAAT
GGTCGCTTTGGAGGAAGGCCTGGTGGAAT

GCAGATGGGTGGACCTAG
GCAGATGGTAGGATCGAG
GCAGACGGGTAGTCCTAG
GCAGACGGGTAGTCCTAG
GCAGACGGGTAGTCCTAG
GCAGATGGGTGGATCTAG
GCAGACGGGTAGTCCTAG
GCAGATGGGTGGATCGAG
GCAGATGGGTGGACCGAG
GCAGACGGGTAGTCCTAG
GCAGATGGGTGGATCGAG
GCAGATGGATGGACGGAG

CAAGATGGCGGTCCGATGGGTGGTAGGAGATTCGACGGACCTGGATTTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
CAAGATGATGGACCAATGGGTGGAAGGAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGATGGACCAATGGGTGGAAGGAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGATGGACCAATGGGTGGAAGGAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGGAGGTTCGATGGACCTGGATTTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAATGAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTTCCC(
CAAGATGATGGACCAATGGGTGGAAGGAGGTTCGATGGACCTGAATCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGACTCTGGTGCCC(
CAAGATGGTGGACCAATGGGTGGAAGGAGGTTCGATGGACCTGGATTTGGTGCCC(

IACAAATGGATGGACGGAGACAAGATGG TGGACCAATGEGEE TGGAAGH
IACATATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGG
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACATATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGG
IACAAATGGAAGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGG
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGG
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGG
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGGH
GCAGATGGGTGGACCTAGGCAAAATGGTGGACCAATGGGTGGAAG,
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IACAAATGGAAGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
GCAGATGGGTGGACCTAGGCAAAATGGTGGACCAATGGGTGGAAG
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IACAAATGGAAGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACAAATGGAAGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGG
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGG
GCAGATGGATGGACGGAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGGAGACAAGATGGTAGACCAATGGGTGGAAGA
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGG
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGG
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGG
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACATATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGAAGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGE
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
[ACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
ACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
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ACAAATGGAAGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
[ACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
ACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
[ACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
[ACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
ACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
[ACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAG(H
[ACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
[ACAAATGGATGGACGCGGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAG(H
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
GCAGATGGATGGACGGAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAG(H
[ACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACATATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGAATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAG(H
GCAGATGGGTGGACCTAGGCAAAATGGTGGACCAATGGGTGGAAGA
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAG(H
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGE
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACATATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAG(H
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGGAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAG(H
IACAAATGGATGGACGCAGACAAAATGGCGGTCCGATGGGTGGTAGH
IACAAATGGATGGACGGAGACAAGATGGTGGACCAATGGGTGGAAGH
GCAGATGGATGGACGGAGACAAAATGGCGGTCCGATGGGTGGTAG(
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AAATAAGAATGGCAGAGAGAGAGGACAA

AAAGGAGAATGGCAGAGAGAGAGGACAA
AAATGAGAATGGCAGAGAGAGAGGACAA
AAAGGAGAATGACACAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAATGAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAATGAGAATGGCAGAGAGAGAGGACAA
AAATGAGAATGGCAGAGAGAGAGGACAA
AAAGGAGAATGGCAGAGAGAGAGGACAA
AGAGGAGAATGGCAGAAAGAGAGGTCAA
AAATGAGAATGGCAGAGAGAGAGGACAA
AGAGGAGAATGGCAGAAAGAGAGGTCAA
AAAGGAGAATGGCAGAGAGAGAGGACAA
AAATGAGAATGGCAGAGAGAGAGGACAA
AAAGGAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAATGAGAATGGCAGAGAGAGAGGACAA
AGAGGAGAATGGCAGAAAGAGAGGTCAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAAGGAGAATGACACAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACAA
AAATAAGAATGGCAGAGAGAGAGGACA/
AAATAAGAATGGCAGAGAGAGAGGACAA
AAAGGAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGACACAGAGAGAGGACA/
AGAGGAGAATGGCAGAAAGAGAGGTCA/
AAAGGAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGGCAGAGAGAGAGGACA/
AAATGAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGGCAGAGAGAGAGGACA/
AAATGAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGGCAGAGAGAGAGGACAA
AAATGAGAATGGCAGAGAGAGAGGACA/
AAATGAGAATGGCAGAGAGAGAGGACAA
AAATGAGAATGGCAGAGAGAGAGGACA/
AAATGAGAATGGCAGAGAGAGAGGACA/
AAAGGAGAATGGCAGAGAGAGAGGACA/
AAATGAGAATGGCAGAGAGAGAGGACA/
AAATGAGAATGGCAGAGAGAGAGGACA/
AAATGAGAATGGCAGAGAGAGAGGACA/
AAATAAGAATGGCAGAGAGAGAGGACA/
AAATAAGAATGGCAGAGAGAGAGGACA/

GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GACCGCTTTGGAGGAAGGCCTGGTGGAA
GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGAAGGAAGGCAGGGTGGAA
GGTCGCTTTGGAGGAAGGCCGGGTGGAA
GACCGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCGGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTAGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTAGAGGAAGGCCTGGTGGAA
GGCCGCTTTGGAGGAAGGCCTGATGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGCCGCTTTGGAGGAAGGCCTGATGGAA
GGTCGCTTTGGAGGAAGGCCGGGTGGAA
GGTCGCTTTGGAGGAAGGCCGGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTAGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCGGGTGGAA
GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCGGGTGGAA
GGTCGCTTTGGAGGAAGGCCGGGTGGAA
GGTCGCTTTGGAGGAAGGCCGGGTGGAA
GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTAGAGGAAGGCCTGGTGGAA
GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTGGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCTGGTGGAA
GGTCGCTTTGGAGGAAGGCCGGGTGGAA
GGTCGCTTTGGAGGAAGGCCGGGTGGAA
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784
713

AGG | TCGATGGACCTGGATTTGGTGCCC

AGGTTCGATGGACCTGGATTTGGTGCCCG 782

AGGTTCGATGGACCTGGATTTGGTGCCCG 782

713

702

702
704

707

AGGTTCGATGGACCTGGATTTGGTGCCCG

783

702

AGGTTCGATGGACCTGGATTTGGTGCCCG 782

AGGTTCGATGGACCTGGATTTGGTGCCCG 784

702

AGGTTCGATGGACCTGGATTTGGTGCCCQ 782

GCCGATGGGTGGACCAAGGCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGGATTTGGTGCCCT

858

GCCGATGGGTGGACCAAGGCAAGATGGTGGACCAATGGGTGGAAGAAGGTTCGATGGACCTGGATTTGGTGCCC(

702
858

702

AGGTTCGATGGACCTGGATTTGGTGCCCQ 782

702

702

AGGTTCGATGGACCTGGATTTGGTGCCCQ

784
703

JAGGTTCGATGGACCTGGATTTGGTGCCCQ 781

JAGGTTCGATGGACCTGGATTTGGTGCCCA 783

705

JAGGTTCGATGGACCTGGATTTGGTGCCC(

782

704

JAGGTTCGATGGACCTGGATTTGGTGCCCA

782

705

713
702

702

JAGGTTCGATGGACCTGGATTTGGTGCCCQ 783

IAGGTTCGATGGACCTGGATTTGGTGCCCA

782

IAGGTTCGATGGACCTGGATTTGGTGCCC( 782

IAGGTTCGATGGACCTGGATTTGGTGCCC( 783

705

704

704

705

JAGGTTCGATGGACCTGGATTTGGTGCCCA

782

713

704

JAGGTTCGATGGACCTGGATTTGGTGCCCA 783

703

JAGGTTCGATGGACCTGGATTTGGTGCCCA
JAGGTTCGATGGACCTGGATTTGGTGCCCA

785
782

[AGGTTCGATGGACCTGGATTTGGTGCCC( 783

705

702

702

IAGGTTCGATGGACCTGGATTTGGTGCCCQ

781
701

701

IAGGTTCGATGGACCTGGATTTGGTGCCCQ
[AGGTTCGATGGACCTGGATTTGGTGCCCA

784
781

709

701

702

713

[AGGTTCGATGGACCTGGATTTGGTGCCCQ 784

[AGGTTCGATGGACCTGGATTTGGTGCCCA

783

[AGGTTCGATGGACCTGGATTTGGTGCCC( 785

702

703
702

713

701
706

[AGGTTCGATGGACCTGGATTTGGTGCCC( 785

702

AGGTTCGATGGACCTGGATTTGGTGCCCA

784

709
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910 920 930 940 950 960 970 980 990

ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGETGATGEAGAAGAAGAAACTGATGCTGCCCAACAAATTGETGATGGTICT

ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGAGGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGGCAAGGTGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCCACAATTTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCCAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCTACTTATTGGTGATGT
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAAAAGAAGAAACTGATGCTGCCCCACTCATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGTCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGGGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATGGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGAAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTCTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAAAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCCCAAAGTTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGGAGACGTGGTGATGGAAAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGAAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCGAAGGAGGTAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCCACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCGAAGGAGGTAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACGAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGACACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAAGGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGAAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGTCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGGGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAAAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGAAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGAAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGTCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGTCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAAAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGGAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGTCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGAAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACTTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGAAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGCAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAAAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAAAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGACGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGTTGGTGCTGGAGGAAGACCTGTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATTGTGCTGGAGGAAGACCTTTCTTCGGCGAAGGAGGTAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCGACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGGAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGACGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGAGAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGG

CAGGAGGCCCCGG
[CCAGGAGGGCCCGG
CTAGGAGGGCGCGG
CTAGGAGGGCGCGG
CTAGGAGGGCGCGG
[CCAGGAGGGCGCGG
CTAGGAGGGCGCGG
CTAGGAGGGCCCGG
CTAGGAGGGCGCGG
CCAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCGCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCTGG
CTAGGAGGGCGCGG
CTAGGAGGGCCTGG
CTAGGAGGGCGCGG
CTAGGAGGGCCCGG
CTAGGAGGGCGCAG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCGCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCGCGG
ICCAGGAGGGCGCGG
CCAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCGCGG
CTAGGAGGGCGCGG
CTAGGAGGGCGCGG
CTAGGAGGGCCCGG
ICCAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CCAGGAGGGCGCGG
CCAGGAGGGCGCGG
CTAGGAGGGCGCGG
CTAGGAGGGCCCGG
CTAGGAGGGCGCGG
CCAGGAGGGCGCGG
CTAGGAGGGCCCGG
CTAGGAGGGCGCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCGCGG
CTAGGAGGGCGCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGTCCGA
CTAGGAGGGCCCGG
CTAGGAGGGTCCGG
CTAGGAGGGCGCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGCCCGG
CTAGGAGGGTCCGG
CTAGGAGGGTCCGG
CTAGGAGGGTCCGG
CTAGGAGGGCGCGG
CTAGGAGGGCCCGG
CTAGGAGGGTCCGA
CTAGGAGGGCCCGG
CTAGGAGGGTCCGG
CTAGGAGGGCCCGG
CTAGGAGGGTCCGA
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1CAGTTTGATGGT

CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CGGTGTGATGG
CAGTTTGATGG
CGGTGTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTCGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CGGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CGGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CGGTTTGATGG
CAGTTTGATGG!
CGGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CAGTTTGATGG
CGGTTTGATGG
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| FEEEY PEEr) CErh) CErey |
CCTGGACGTCGTCATCATGGT|

CCTGGACGTCGTCATCATGGT|
CCTGGACGTCGTCATCATGGT]

CCTAGACGTGGTCATCATGGT]

CCTAGACGTGGTCATCATGGT

CCTGGACGTCGTCATCATGGT

CCTGGACGTCGTCATCATGGT]
CCTGGACGTCGTCATCATGGT

CCTGGACGTCGTCATCATGGT]|

CCTGGACATGGTCATTATGGT|ICATCATCAAGGTGCAGGAAGACCTTTCTTCGGCAA

CCTAGACGTGGTCATCATGGT]

CCTGGACATGGTCATTATGGT|ICATCATCAAGGTGCAGGAAGACCTTTCTTCGGCAA

CCTAGACGTGGTCATCATGGT]
CCTGGACGTCGTCATCATGGT]
CCTAGACGTGGTCATCATGGT|
CCTGGACGTCGTCATCATGGT]|
CCTGGACGTCGTCATCATGGT]

CCTGGACGTCGTCATCATGGT|
CCTGGACGTCGTCATCATGGT]
CCTGGACGTCGTCATCATGGT|

CCTGGACGTCGTCATCATGGT|
CCTGGACGTCGTCATCATGGT|

CCTAGACGTGGTCATCATGGT,

CCTGGACGTCGTCATCATGGT|
CCTGGACGTCGTCATCATGGT|
CCTGGACGTCGTCATCATGGT]
CCTGGACGTCGTCATCATGGT|
CCTGGACGTCGTCATCATGGT|

CCTGGACGTCGTCATCATGGT]

CCTGGACGTCGTCATCATGGT]
CCTAGACGTGGTCATCATGGT]
CCTGGACGTCGTCATCATGGT|
CCTGGACGTCGTCATCATGGT]
CCTGGACGTCGTCATCATGGT]
CCTGGACGTCGTCATCATGGT|

CCTGGACGTCGTCATCATGGT|
CCTGGACGTCGTCATCATGGT]
CCTGGACGTCGTCATCATGGT]
CCTGGACGTCGTCATCATGGT|
CCTGGACGTCGTCATCATGGT]
CCTAGACGTGGTCATCATGGT]
CCTGGACGTCGTCATCATGGT|
CCTAGACGTGGTCATCATGGT|

CCTGGACGTCGTCATCATGGT|
CCTAGACGTGGTCATCATGGT|
CCTGGACGTCGTCATCATGGT]
CCTAGACGTGGTCATCATGGT|
CCTAGACGTGGTCATCATGGT|
CCTAGACGTGGTCATCATGGT]

CCTGGACGTCGTCATCATGGT|
CCTAGACGTGGTCATCATGGT|
CCTGGACGTCGTCATCATGGT|
CCTAGACGTGGTCATCATGGT|
CCTGGACGTCGTCATCATGGT|
CCTAGACGTGGTCATCATGGT]
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837
828
928
848
930
927
928
850
826
826
926
846
846
929
926
854
846
847
837
929
928
930
847
848
847
837
846
851
930
847
929
854



4-1545
4-1547
4-1548
4-1550
4-2410
4-2412
4-2415
4-2449
10-01
10-02
10-03
10-04
10-06
10-07
10-10
10-11
10-13
10-14
10-15
10-17
10-18
10-19
10-20
10-21
10-22
10-24
10-25
10-26
10-28
10-29
10-30
10-31
10-32
10-35
10-37
10-38
10-39
10-40
10-42
10-43
10-46
10-50
10-51
10-52
10-54
10-55

EX7

910 920 930 940 950 960 970 980 990

ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT
ACCAGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCGGTTGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT
ACCAGATGGTGGTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCGAAGGAAGTAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCGACAAATTGGTGATGGT
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT)
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCGAAGGAAGTAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCGACAAATTGGTGATGGT|
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT)
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT)
ACCAGATGGTGCTGGAGGAAGACCTCTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGTCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGATGACCAAAAAATGGGTGATGGT)
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGGAGACCTTTCTTCGGTCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAAAAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGATGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGATGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]

Ex8

1000 1010
CTAGGAGGGTCCGAT]
CTAGGAGGGCCCGGT
CTAGGAGGGCGCGGT
CTAGGAGGGCGCGAT]
CTAGGAGGGCCCGGT
CTAGGAGGGCCCGGT
CTAGGAGGGCGCGGT]
CTAGGAGGGCCCGGT
CTAGGAGGGCGCGGT]
ETAGGAGGGCGCGGT
ETAGGAGGGCCCGGT
CTAGGAGGGCCCGGT]
ETAGGAGGGCCCGGT
ETAGGAGGGCCCGGT
LTAGGAGGGCCTGGT]
FTAGGAGGGCGCGGT
LTAGGAGGGCCTGGT
LTAGGAGGGCCCGGT]
CTAGGAGGGCCCGGT]
CTAGGAGGGCGCGGT]
CTAGGAGGGCCCGGT]
CTAGGAGGGCCCGGT]
CCAGGAGGGCGCGGT]
CTAGGAGGGCCCGGT]
CTAGGAGGGCCCGGT]
CTAGGAGGGCCCGGT]
CTAGGAGGGCCCGGT]
CCAGGAGGGCGCGGT]
FTAGGAGGGCCCGGT]
CTAGGAGGGCCCGGT]
CTAGGAGGGCCCGGT]
CTAGGAGGGCGCGGT]
CTAGGAGGGCCCGGT]
CTAGGAGGGTCCGAT]

Ex9

1020
CGGTTTGATGGT|
CAGTTTGATGGT|
CGGTTTGATGGT|
CAGTTTGATGGT|
CAGTTTGATGGT|
CAGTTTGATGGT|
CGGTTTGATGGT]
CAGTTTGATGGT]
CAGTTTGATGGT]
FAGTTCGATGGT]
FAGTTTGATGGT]
CAGTTTGATGGT]
FAGTTTGATGGT]
FAGTTTGATGGT]
EGGTTTGATGGT]
FAGTTTGATGGT]
EGGTTTGATGGT]
CAGTTTGATGGT]
CAGTTTGATGGT]
CAGTTCGATGGT]
CAGTTTGATGGT]
CAGTTTGATGGT]
CAGTTTGATGGT]
CAGTTTGATGGT]
CAGTTTGATGGT]
CAGTTTGATGGT]
CAGTTTGATGGT|
CAGTTTGATGGT|
CAGTTTGATGGT|
CAGTTTGATGGT|
CAGTTTGATGGT|
CAGTTCGATGGT|
CAGTTTGATGGT|
CGGTTTGATGGT|

Ex10

1030 1040

|
CCTGGACGTCGTCATCATGGT

CCTGGACGTCGTCATCATGGT
CCTGGACGTCGTCATCATGGT

CCTGGACGTCGTCATCATGGT

CCTGGACGTCGTCATCATGGT
CCTGGACGTCGTCATCATGGT]
[CCTGGACGTCGTCATCATGGT

CCTGGACATGGTCATTATGGT

CCTGGACATGGTCATTATGGT
CCTGGACGTCGTCATCATGGT]
[CCTGGACGTCGTCATCATGGT

CCTGGACGTCGTCATCATGGT]
CCTGGACGTCGTCATCATGGT]
CCTGGACGTCGTCATCATGGT
[CCTGGACGTCGTCATCATGGT|

ICCTGGACGTCGTCATCATGGT]
ICCTGGACGTCGTCATCATGGT]
[CCTGGACGTCGTCATCATGGT]

ICCTGGACGTCGTCATCATGGT]
ICTTAGACGTGGTCATCATGGT]

ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGATGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGTICTAGGAGGGCCCGGTICAGTTTGATGGTICCTGGACGTCGTCATCATGGT|
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGATGATGGAGATGAAGACTCTGATGCTGCCCAACAAATCGGTGATGGTICTAGGAGGGCCCGGTICAGTTTGATGGTICCTGGACGTCGTCATCATGGT|

ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAAACAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGATGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGAAGACGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]
ACCAGATGGTGCTGGAGGAAGACCTTTCTTCGGCCAAGGAGGCAGGCGTGGTGATGGAGAAGAAGAAACTGATGCTGCCCAACAAATTGGTGATGGT]

CTAGGAGGGCGCGGT]
CTAGGAGGGCGCGGT]
CTAGGAGGGCGCGGT]
CTAGGAGGGCGCGGT]
CTAGGAGGGCCCGGT]
CTAGGAGGGTCCGAT]
CTAGGAGGGCGCGGT]
CTAGGAGGGCCCGGT]
ICTAGGAGGGTCCGAT|
ICTAGGAGGGCCCGGT]

CAGTTTGATGGT
CAGTTCGATGGT
CAGTTTGATGGT
CAGTTTGATGGT]
CAGTTTGATGGT
CGGTTTGATGGT
CAGTTCGATGGT]
CAGTTTGATGGT|
CGGTTTGATGGT]
CAGTTTGATGGT|

CCTGGACGTCGTCATCATGGT]
CTTAGACGTGGTCATCATGGT]

ICCTGGACGTCGTCATCATGGT]
ICTTAGACGTGGTCATCATGGT]
ICCTGGACGTCGTCATCATGGT]

CCTAGACGTGGTCATCATGGT|

Ex11

1050 1060 1070
S EEETY FEFRY EEEEY EERRY EERE) FRE |

CATCATCAAGGTGCAGGAAGACCTTTCTTCGGCAA

CATCATCAAGGTGCAGGAAGACCTTTCTTCGGCAA

1080

929
846
837
829
927
926
837
926
825
825
847
831
926
810
1038
825
1038
926
925
827
810
904
830
926
926
925
847
830
825
847
847
830
847
851
846
847
825
827
825
825
847
851
830
851
851
926



2-05
2-06
2-07
2-08
2-09
2-11
2-12
2-15
2-17
2-18
2-20
2-21
2-24
2-25
2-28
2-34
2-35
2-36
2-37
2-38
2-47
2-50
2-52
2-55
2-56
2-57
2-59
2-61
2-63
2-64
2-65
2-66
2-67
2-73
2-76
2-77
2-79
2-82
2-84
2-90
2-91
2-95
2-102
2-103
2-105
2-106
2-107
2-109
2-111
2-115
2-116
2-118
2-119
4-1501
4-1503
4-1508
4-1511
4-1515
4-1516
4-1517
4-1520
4-1521
4-1523
4-1528
4-1530
4-1531
4-1532
4-1533
4-1534
4-1535
4-1536
4-1538
4-1542
4-1543
4-1544

...Ex11

1090 1100

TCCTCCTCCTTTTAACCCAGAACAGGAACCH

TCCTCCTCCTTTTAACCCAGAACAGGAACCH

1119

Ex12

1120 1130

l- N TN B
CATGGACGTCGTCATCATGG
CATGGACGTCGTCATCATGG
CATGGACGTGGTCATCATGG
CATGGACGTGGACATCATGG]

CATGGACGTGGTCATCATGG

CATGGACGTGGTCATCATGGT

CATGGACGTCGTCATCATGG]

CATGGACGTGGTCATCATGG]
CATGGACGTGGACATCATGGT
CATGGACGTCGTCATCATGGT

CATGGACGTGGTCATCATGG]

CATGGACGTGGACATCATGG
CATGGACGTGGACATCATGG]
CATGGACGTGGTCATCATGG]

CATGGACGTCGTCATCATGG]
CATGGACGTGGACATCATGG]

CATGGACGTGGTCATCATGG]
CATGGACGTGGTCATCATGG]

CATGGACGTCGTCATCATGG

CATGGACGTCGTCATCATGG

Ex13

1150

Ex14

1140 1160 1170 1180 1190 1200 1210 1220 1230

CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGT TTGGTCAGCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA]

CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGCGCAATGAACGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCAG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCAG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA(
CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGCGCAATGAACGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCAG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG(
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG(
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG(
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCAG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCAG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCAG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CGCAACGACAACAGCGAGGAGGATGGCCGTCATCACCGTCACCACGATCGCCAG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
[CGCAACGACAACAGCGAGGAGGATGGCCGTCATCACCGTCACCACGATCGCCA
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCGY
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG

CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAACTACAGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCA
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCAG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA

CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCGY
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCGY
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCTTCGCCA

CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAATGAACGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCAG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA

CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGQCGCAATGAACGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCA
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAJQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAQCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA

CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGJCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAJCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGJCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA

CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCATCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGJCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCCTCCTCAGGACCGCCCAGAGGAACAACCGTTCGGTCAGCGCAACTACAGCAGCGAGGAGGATGGCCGACCTCACCCTCACCACCATCGCCA

CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAQCGCAATGAACGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCA
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTAGTCAGCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGCGCAATGAACGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCA

CACCGTCAAGGTCCTCCTCAGGACCGCCCAGAGGAACAACCGTTCGGTCAGCGCAACTACAGCAGCGAGGAGGATGGCCGACCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAGCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAGCGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTAGTCAGCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA
CACCGTCAAGGTCCTCCTCAGGACCGCCCAGAGGAACAACCGTTCGGTCAGCGCAACTACAGCAGCGAGGAGGATGGCCGACCTCACCCTCACCACCATCGCCA

Ex15...

1240 1250 1260

T
CATGGCCAC
CATGGCCAC
CATGGCCAC

CATGGCCAC

CATGGCCAC
CATGGCCAC

CATGGCCAC
CACGCCCACCATGGCCACCATGG

CACGCCCACCATGGCCACCATGG
CATGGCCAC
CATGGCCAC
CATGGCCACCATGG

CATGGCCAC
CATGGCCAC

CATGGCCAC

CATGGCCAC
CATGGCCAC
CATGGCCAC
CATGGCCAC

CATGGCCAC

CATGGCCAC
CATGGCCAC

CATGGCCAC
CATGGCCAC

CATGGCCAC

CATGGCCAC
CATGGCCAC
CATGGCCACCATCG

CATGGCCACCATGG
CATGGCCAC

CATGGCCAC

CATGGCCACCATGG

CATGGCCACCATCG
CATGGCCAC

CATGGCCAC
CATGGCCACCATCG

1043
963
1041
1041
963
952
952
954
957
1042
952
1041
1043
952
1041
1146
952
1146
952
1041
952
847
1043
967
1040
1042
850
1032
954
1041
850
963
952
952
1042
1041
1041
1042
850
954
954
955
1041
963
954
1042
953
1044
1041
1042
850
952
952
1040
846
846
1043
1040
973
846
952
977
1043
1033
1044
952
953
952
977
846
970
1044
952
1043
973



4-1545
4-1547
4-1548
4-1550
4-2410
4-2412
4-2415
4-2449
10-01
10-02
10-03
10-04
10-06
10-07
10-10
10-11
10-13
10-14
10-15
10-17
10-18
10-19
10-20
10-21
10-22
10-24
10-25
10-26
10-28
10-29
10-30
10-31
10-32
10-35
10-37
10-38
10-39
10-40
10-42
10-43
10-46
10-50
10-51
10-52
10-54
10-55

...Ex11

1090 1100 1110
S EEEE] FEFEY EEEE] EEERY EEE B

TCCTCCTCCTTTTAACCCAGAACAGGAACCG]

TCCTCCTCCTTTTAACCCAGAACAGGAACCG

Ex12

1120 1130
S EEEEY FEPRY EEERY P

CATGGACGTCGTCATCATGGT]
CATGGACGTGGACATCATGGT
CATGGACGTCGTCATCATGGT|

CATGGACGTCGTCATCATGGT|
CATGGACGTCGTCATCATGGT]

CATGGACGTCGTCGCCATGGT]

CATGGACGTCGTCATCATGGT]

CATGGACGTCGTCATCATGGT]
CATGGACGTCGTCGCCATGGT|
CATGGACGTCGTCATCATGGT|
[CATGGACGTGGACATCATGGT]

CATGGACGTGGACATCATGGT]

ICATGGACGTCGTCATCATGGT|

ICATGGACGTCGTCATCATGGT|
ICATGGACGTCGTCATCATGGT|
ICATGGACGTCGTCATCATGGT|
ICATGGACGTCGTCATCATGGT|

CATGGACGTCGTCATCATGGT|

Ex13

1140 1150 1160 1170 1180

I0) CORRY PEER CEpEY Prury PEery Crery PErr Preey ey bre
ICACCGTCAAGGTCCTCCTCAGGACCGCCCAGAGGAACAACCGTTCGGTCAG
ICACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG
ICACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG
ICACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTAGTCAG
[CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAG
ICACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAG
[CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG
ICACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG

ICACCGTCGAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAG]
ICACCGTCGAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAG
ICACCGTCAAGGACCACCTCAGGATCGATCAGAGGAACAACCGTTCGGTCAG

ICACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG

ICACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAG]
ICACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAG
ICACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG
ICACCGTCAAGGACCACCTCAGGATCGATCAGAGGAACAACCGTTCGGTCAG]
ICACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG]
ICACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG
ICACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAG]
ICACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAG]
ICACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAG

ICACCGTCAAGGTCCTCCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG

ICACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG

ICACCGTCAAGGTCCTCCTCAGGACCGCCCAGAGGAACAACCGTTCGGTCAG

CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG]
[CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG
ICACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG
CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG]

ICACCGTCAAGGTCCTCCTCAGGACCGCCCAGAGGAACAACCGTTCGGTCAG)
[CACCGTCAAGGTCCACCTCAGGACCGACCAGAGGAACAACCGTTCGGTCAG

CACCGTCAAGGTCCTCCTCAGGACCGCCCAGAGGAACAACCGTTCGGTCAG
CACCGTCAAGGTCATCCTCAGGACCAAGCAGAGGAACAACCGTTTGGTCAG

Ex14

1190 1200 1210 1220 1230

CGCAATGAACGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCAC
CGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCGC
CGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA(
CGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA(
CGCAATGAACGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCAC
CGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA(
CGCAATGAACGCAACGAGGAGGATAGCCGTCCTCACCCTCACCACCATCGCCAQ
LGCAACTACAGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCAG

CGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA(
LGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCAG
FGCAATGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCAG

LGCAATGAACGCAACGAGGAGGATAGCCGTCCTCACCCTCACCACCATCGCCAQ

LCGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA(G
LGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCAQ
CGCAACTACAGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCAG
CGCAATGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA(
CGCAACTACAGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCA(
CGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCGG
CGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA(Q
CGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA(
CGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCAG

[CGCAACGAAAGCAGCGATGAGGATGGCCGTCCTCACCCTCGCCACCATGGCCGQ

[CGCAACTACAGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCAQ

[CGCAACTACAGCAGCGAGGAGGATGGCCGACCTCACCCTCACCACCATCGCCAQ

CGCAATGAACGCAACGAGGAGGATAGCCGTCCTCACCCTCACCACCATCGCCA(
CGCAACTACAGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCAQ
CGCAATGAACGCAACGAGGAGGATAGCCGTCCTCACCCTCACCACCATCGCCAQ
CGCAATGAACGCAACGAGGAGGATAGCCGTCCTCACCCTCACCACCATCGCCA(

CGCAACTACAGCAGCGAGGAGGATGGCCGACCTCACCCTCACCACCATCGCCA(Q
CGCAACTACAGCAACGAGGAGGATGGCCGTCCTCACCCTCACCACCATGGCCAQ

ICGCAATGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCA(Q
ICGCAACGAAAGCAGCGAGGAGGATGGCCGTCCTCACCCTCACCACCATCGCCAQ

| FEEEY CETEY CEEEY EEEEY CEEE) EEEEY CEPE PREry CErr) RErey ol
CGCAACTACAGCAGCGAGGAGGATGGCCGACCTCACCCTCACCACCATCGCCAC

1240
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CATGGCCACCATCG
CATGGCCACCATGG

CATGGCCAC
CATGGCCAC
CATGGCCACCATGG
CATGGCCAC
CATGGCCACCATGA
CATGGCCACCATGG

CATGGCCAC
CATGGCCAC
CATGACCACCATGA

LGCAACGACAGCAGCGAGGAGGATGGCCGTCATCACCGTCACCACGATCGCCAGQCACGCCCACCATGGCCACCATGG

CATGGCCACCATGA

LGCAACGACAGCAGCGAGGAGGATGGCCGTCATCACCGTCACCACGATCGCCACICACGCCCACCATGGCCACCATGG

CATGGCCAC
CATGGCCAC
CATGGCCACCATGG
CATGACCACCATGA
CATGGCCACCATGG

CATGGCCAC
CATGGCCAC
CATGGCCAC

CATGGCCACCATGG

CATGGCCACCATCG

CATGGCCACCATGA
CATGGCCACCATGG
CATGGCCACCATGA
CATGGCCACCATGA

CATGGCCACCATCG
CATGGCCACCATGG

CATGACCACCATGA
CATGGCCAC
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970
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1270 1280 1330 1340 1350 1360 1370 1380 1390 1400 1410 142 143 1440
CACCACCGT CCCTTCCGGTACAACCACT TCGGIJAGAAAGCCT TTCGGAGACCGTCCCT TCGGYAGA 1207
CACCACCGT CATCA AAGATCAGGACAAACCAAATGATACGCGGCCCTTCCGGTTCAACCACTTCGGQ AGA 1097
CACCACCGT CATCA AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGGUAGA 1205
CACCACCGT CATCA AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGGJAGA 1205
CACCACCGT CATCA AAGATCAGGACAAACCAAATGATACGCGGCCCTTCCGGTTCAACCACTTCGGQ AGA 1097
CACCAC-~~CAGCATCATCA 990
CACCAC-—CAGCATCATCA 990
CACCAC-~~CAGCACCATCA 992
CACCAC-~~CAGCATCATCA 995
CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGGQAG 1206
CACCAC 990
CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGGUAGA 1205
CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGGJAGA 1207
CACCAC-——~CAGCATCATCA 990
CACCACCGT CATCA AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTIAGAAAGCCTTTCGGAGACCGTCCCTTCGGEAG 1205

CCACCACGAACACCATCATCAA -~ CATCA 1195
CACCAC-—~CAGCATCATCA 990
CCACCACGAACACCATCATCAA~~CATCA 1195
CACCAC-—CAGCATCATCA 990

CACCACCGT CATCA AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTJAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1205
CACCAC-~~CAGCATCATCA 990
IAGAAAGCCTTTCGGAGACCGTCCCTTCGG(AGA 900

CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTIAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1207

c CACCACCACCGT AAGATCAGGACAAACCAAATGATACGAGGCCCTTCCGGTTCAACCACTTCGG( 1105
CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTJAGAAAGCCTTTCGGAGACCGTCCCTTCGGYAGA 1204

CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTIAGAAAGCCTTTCGGAGACCGTCCCTTCGGYAGA 1206
[AGAAAGCCTTTCGGAGACCGTCCCTTCGG 903

CACCAC-~~CAGCATCATCA 1070
CACCAC-—~CAGCACCATCA 992

CACCACCGT CATCA AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTIAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1205
IAGAAAGCCTTTCGGAGACCGTCCCTTCGGGAGA 903

CACCACCGT CATCA AAGATCAGGACAAACCAAATGATACGCGGCCCTTCCGGTTCAACCACTTCGG( 1097
CACCAC-~~CAGCATCATCA 990
CACCAC-~~CAGCATCATCA 990

CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTIAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1206

CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTIAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1205

CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1205

CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTIAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1206
[AGAAAGCCTTTCGGAGACCGTCCCTTCGG 903

CACCAC-~~CAGCACCATCA 992
CACCAC-—~CAGCACCATCA 992
CACCAC-——~CAGCATCATCA 993

CACCACCGT CATCA AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1205

CACCACCGT AAGATCAGGACAAACCAAATGATACGCGGCCCTTCCGGTTCAACCACTTCGG( 1097

CACCAC 992

CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1206

CACCAC 991

CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTIAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1208

CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1205

CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1206
AGAAAGCCTTTCGGAGACCGTCCCTTCGG 903

CACCAC-~~CAGCATCATCA 990
CACCAC-~~CAGCATCATCA 990

CACCACCGT CATCA AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTIAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1204
[AGAAAGCCTTTCGGAGACCGTCCCTTCGG 899

[AGAAAGCCTTTCGGAGACCGTCCCTTCGG 899

CACCACCCT AAGATCAGGACAAACTACATGGTACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1207

CACCACCGT AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1204

[ CACCACCAT AAGATCAGGACAAACCAATTGATACAAGACCCTTCCGGTTCAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1138
AGAAAGCCTTTCGGAGACCGTCCCTTCGG 899

CACCAC-——~CAGCATCATCA 990

[ CACCACCACCGT CATCA AAGATCAGGACAAACCAAATGATACGAGGCCCTTCCGGTTCAACCACTTCGG( 1115
CACCACCGT CATCA AAGATCAGGACAAAATACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1207
CACCAC-——~CAGCATCATCA 1071

CACCACCGT CATCA AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTIAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1208
CACCAC-~CAGCATCATCA 990
CACCAC-—~~CAGCATCATCA 991
CACCAC-~~CAGCATCATCA 990

C CACCACCACCGT CATCA AAGATCAGGACAAACCAAATGATACGAGGCCCTTCCGGTTCAACCACTTCGG( 1115
IAGAAAGCCTTTCGGAGACCGTCCCTTCGG 899

c CACCACCAT CATCA AAGATCAGGACAAACCAATTGATACAAGACCCTTCCGGTTCAACCCCTTCGGT 1082
CACCACCCT CATCA AAGATCGGGACAAACTACATGGTACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1208
CACCAC-——~CAGCATCATCA 990

CACCACCGT CATCA AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1207

[ CACCACCAT CATCA AAGATCAGGACAAACCAATTGATACAAGACCCTTCCGGTTCAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG 1138
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CACCACCAT
CACCACCACCGT
CACCAC
CACCACCGT
CACCACCGT
CACCACCACCGT
CACCACCGT

CACCACCACCGT
CACCACCACCGT

CACCACCGT
CACCACCGT
CGCCACCACCGT

CACCACCACCGT

CACCACCGT
CACCACCGT
CACCACCACCGT
CGCCACCACCGT
CACCACCACCGT
CACCAC-—~CAGCACCATCAT|
CACCACCGT CATCAT]
CACCACCGT CATCAT]
CACCACCGT CATCA

CACCAC-~~CAGCACCATCA

CACCACCACCGT

CACCACCAT

CACCACCACCGT
CACCACCACCGT
CACCACCACCGT
CACCACCACCGT

CACCACCAT
CACCACCACCGT

CGCCACCACCGT
CACCACCGT

Ex16 Ex17 Ex18

1330 1340 1350 1360 1370 1380 1390 1400 1410

CCCTTCCGGT TCAACCACT TCGGTAGAAAGCCT T TCGGAGACCGTCCCTTCGG(
hGAAAGCCTTTCGGAGACCGTCCCTTCGGT

AAGATCAGGACAAACCAAATGATACAGGCCCTTCCGGTTCAACCACTTCGGC

AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTRGAAAGCCTTTCGGAGACCGTCCCTTCGG(
AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCGCTTCGGTRGAAAGCCTTTCGGAGACCGTCCCTTCGG(
AAGATCAGGACAAACCAAATGATAC5AGGCCCTTCCGGTTCAACCACTTCGGC
AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTRGAAAGCCTTTCGGAGACCGTCCCTTCGGH
AAGATCAGGACAAACCAAATGATACSAGGCCCTTCCGGTTCAACCACTTCGGC
AAGATCAGGACAAACCAAATGATACSAGGCCCTTCCGGTTCAACCACTTCGGC
AGAAAGCCTTTCGGAGACCGTCCCTTCGGC
AAGATCAGGACAAACTAAATGATACAAGGCCCTTCCGGTACAACTACTTCGGTRGAAAGCCTTTCGGAGACCGTACCTTCGGH
AAGATCAGGACAAACTAAATGATACAAGGCCCTTCCGGTACAACTACTTCGGTRGAAAGCCTTTCGGAGACCGTACCTTCGG(

AAGATCAGGACAAACCAAATGATAC5AGGCCCTTCCGGTTCAACCACTTCGGC

AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTRGAAAGCCTTTCGGAGACCGTCCCTTCGGH
AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTIRGAAAGCCTTTCGGAGACCGTCCCTTCGG(
AAGATCAGGACAAACCAAATGATAC5AGGCCCTTCCGGTTCAACCACTTCGGC

AAGATCAGGACAAACCAAATGATACAGGCCCTTCCGGTTCAACCACTTCGGC

AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTRGAAAGCCTTTCGGAGACCGTCCCTTCGGY
AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTRGAAAGCCTTTCGGAGACCGTCCCTTCGGY
AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTRGAAAGCCTTTCGGAGACCGTCCCTTCGGQ
AGAAAGCCTTTCGGAGACCGTCCCTTCGG(Q

RGAAAGCCTTTCGGAGACCGTCCCTTCGGQ
AGAAAGCCTTTCGGAGACCGTCCCTTCGGG
AGAAAGCCTTTCGGAGACCGTCCCTTCGG(
AAGATCAGGACAAACCAAATGATACSAGGCCCTTCCGGTTCAACCACTTCGGC]
AGAAAGCCTTTCGGAGACCGTCCCTTCGG(
AAGATCAGGACAAACCAATTGATACAAGACCCTTCCGGTTCAACCACTTCGGTAGGAAGCCTTTCGGAGGCCGTCCCTTCGGQ
RGAAAGCCTTTCGGAGACCGTCCCTTCGGQ
RGAAAGCCTTTCGGAGACCGTCCCTTCGGQ
AAGATCAGGACAAACCAAATGATACSAGGCCCTTCCGGTTCAACCACTTCGGC
AAGATCAGGACAAACCAAATGATACSAGGCCCTTCCGGTTCAACCACTTCGGC
AAGATCAGGACAAACCAAATGATACAGGCCCTTCCGGTTCAACCACTTCGGC
AAGATCAGGACAAACCAAATGATACSAGGCCCTTCCGGTTCAACCACTTCGGC
NGAAAGCCTTTCGGAGACCGTCCCTTCGG(
AAGATCAGGACAAACCAATTGATACAAGACCCTTCCGGTTCAACCACTTCGGTAGGAAGCCTTTCGGAGGCCGTCCCTTCGG]
AAGATCAGGACAAACCAAATGATACSAGGCCCTTCCGGTTCAACCACTTCGGC

ARGAAAGCCTTTCGGAGACCGTCCCTTCGG(

AAGATCAGGACAAACTACATGATACAAGGCCCTTCCGGTACAACCACTTCGGTAGAAAGCCTTTCGGAGACCGTCCCTTCGG(
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Repeat 5.1

GACAGACCAATGTTTGAGATGAGH
GACAGACCAATGTTCGAGATGAGH
GACAGACCAATGTTCGAGATGAG(H
GACAGACCAATGTTTGAGATGAGH
GACAGACCAATGTTTGAGATGAGH
GACAGACCAATGTTTGAGATGAG(H
GACAGACCAATGTTTGAGACGAG(H
GACAGACCAATGTTTGAGATGAGH
GACAGACCAATGTTCGAGATGAG(H
GACAGACCAATGTTTGAGATGAG(H
GACAGACCAATGTTCGAGATGAGH
GACAGACCAATGTTCGAGATGAG(H
GACAGACCAATGTTTGAGATGAG(
GACAGACCAATGTTCGAGATGAG(H
GACAGACCGATGTTTGAGATGAG(H
GACAGACCAATGTTTGAGATGAG(
GACAGACCGATGTTTGAGATGAG(H
GACAGACCAATGTTTGAGATGAG(
GACAGACCAATGTTCGAGATGAG(

TCCGGTTCAACCCCTTCGGT

CCTTCCGGTTCAACCCCTTTGGT
CCTTCCGGTTCAACCCCTTTGGT

CCTTCCGGTTCAACCCCTTCGGT
CCTTCCGGTTCAACCCCTTCGGT

CCTTCCGGTTCAACCCCTTCGGT
CCTTCCGGTTCAACCCCTTCGGT
CCTTCCGGTTCAACCCCTTCGGT
CCTTCCGGTTCAACCCCTTTGGT
CCTTCCGGTTCAACCCCTTCGGT
CCTTCCGGTTCAACCCCTTCGGT
CCTTCCGGTTCAACCCCTTCGGT
CCTTCCGGTTCAACCCCTTGGGT
CCTTCCGGTTCAACCCCTTCGGT
CCTTCCGGTTCAACCCCTTGGGT
CCTTCCGGTTCAACCCCTTCGGT
CCTTCCGGTTCAACCCCTTTGGT

GACAGACCAATGTTTGAGATGAGGCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGHCCCTTTCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGGCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGACGAG(

GACAGACCAATGTTCGAGATGAGHCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGECCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGECCCTTTCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGATGAGECCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGATGAGECCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGECCCTTCCGGTTCAACCCCTTTGGT]
GACAGACCAATGTTCGAGATGAGECCCTTTCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGECCCTTCCGGTTCAACCCCTTTGGT]
GACAGACCAATGTTTGAGAAGAGYCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGHCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGYCCCTTCCGGTTCAACCCCTTTGGT]
GACAGACCAATGTTCGAGATGAGYCCCTTCCGGTTCAACCCCTTTGGT]
GACAGACCAATGTTCGAGATGAGHYCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGATGAGQCCCTTTCGGTTCAACCCCTTCGGT|
GACAGACCAATGTTTGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGATGAGHYCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGYCCCTTCCGGTTCAACCCCTTTGGT]
GACAGACCAATGTTTGAGATGAG(H

GACAGACCAATGTTTGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGHQCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGYCCCTTCCGGTTCAACCCCTTTGGT]
GACAGACCAATGTTCGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGYQCCCTTTCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT|
GACAGACCAATGTTTGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT|
GACAGACCAATGTTCGAGATGAGYQCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGYQCCCTTTCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGYQCCCTTTCGGTTCAACCCCTTCGGT|
GACAGACCAATGTTTGAGACGAG(

GACAGACCAATGTTCGAGATGAGYCCCTTCCGGTTCAACCCCTTTGGT]
GACAGACCAATGTTCGAGTCGAGYJCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTCGAGATGAGYCCCTTTCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGATGAGYQCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGACGAG(

GACAGACCAATGTTCGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT|
GACAGACCAATGTTCGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT|
GACAGACCAATGTTTGAGATGAGYJCCCTTCCGGTTCAACCCCTTCGGT|
GACAGACCAATGTTTGAGATGAGYQCCCTTCCGGTTCAACCCCTTCGGT|
GACAGACCAATGTTTGAGATGAGYJCCCTTCCGGTTCAACCCCTTCGGT|
GACAGACCAATGTTTGAGACGAG(

GACAGACCAATGTTCGAGATGAGYCCCTTTCGGTTCAACCCCTTCGGT]

GACAGACCAATGTTTGAGATGAGYJCCCTTCCGGTTCAACCCCTTCGGT]
GACAGACCAATGTTTGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT|
GACAGACCAATGTTCGAGATGAGYCCCTTCCGGTTCAACCCCTTCGGT|
GACAGACCAATGTTCGAGTCGAGYJCCCTTCCGGTTCAACCCCTTCGGT|

Ex22
1560 1570 1580 159
PETY PP EEEEY PP PPr | -
PGAAAGCCT T TCGGAGGCCGTCCCT C
PGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC
NGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC

PGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC

PGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
NGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
PGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC]
NGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
PGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC]
RGAAAGCCTTTCGGAGACCATCCCTTCGGCAGACG(]
RGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
NGAAAGCCTTTCGGAGACCATCCCTTCGGCAGACGC
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG(]
NGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG(
AGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
PGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
PGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG(

RGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC
NGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG(]
PGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
PGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
PGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
NGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
PGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
PGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
PRGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
RGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
PGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
PGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
PGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
PGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
NGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG

PGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
NGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
PGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
GAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
NGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
PGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
PGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
PGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
RGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG!

PNGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
AGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG!
RGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG!
RGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG!

NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG!
JA\GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG!
AGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG!
JAGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG!
JA\GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG!
GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG

JA\GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG!
NGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG
A\GAAAGCCTTTCGGAGACCGTCCCTTCGACAGACG!
JA\GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG!
NGAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACG
IAGAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACG

Repeat 4.2

Ex23...
ST

Repeat 2.3

1620

1358
1188
1356
1356
1188
1141
1141
1083
1146
1357
1141
1356
1358
1141
1356
1314
1141
1314
1141
1356
1141
1051
1358
1196
1355
1357
1054
1221
1143
1356
1054
1248
1141
1141
1357
1356
1356
1357
1054
1143
1143
1144
1356
1188
1143
1357
1142
1359
1356
1357
1054
1141
1141
1355
1050
1050
1298
1355
1289
1050
1141
1206
1358
1222
1359
1141
1142
1141
1206
1050
1118
1359
1141
1358
1289

Repeat 3.3...



...Ex19

1460

4-1545
4-1547
4-1548
4-1550
4-2410
4-2412
4-2415
4-2449
10-01
10-02
10-03
10-04
10-06
10-07
10-10
10-11
10-13
10-14
10-15
10-17
10-18
10-19
10-20
10-21
10-22
10-24
10-25
10-26
10-28
10-29
10-30
10-31
10-32
10-35
10-37
10-38
10-39
10-40
10-42
10-43
10-46
10-50
10-51
10-52
10-54
10-55

...Repeat 2.2  Repeat 3.2

1

47
l..

148 149

Repeat 5.1

Ex20

1510 1520 153
PR EEEE PR B
ATGTTCGAGTCGAGG
GACGGACCAATGTTCGAGATGAGG
GACAGACCAATGTTTGAGACGAGG
GACAGACCAATGTTTGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTTGAGACGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTTGAGATGAGG
GACAGACCAATGTTTGAGACGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCGATGTTTGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCGATGTTTGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTTGAGATGAGG
GACAGACCAATGTTTGAGACGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTTGAGATGAGG
GACAGACCAATGTTTGAGATGAGG
GACAGACCAATGTTTGAGATGAG!
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTTGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTTGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTTGAGACGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTCGAGTCGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTTGAGATGAGGE
GACAGACCAATGTTTGAGACGAGG
GACAGACCAATGTTTGAGATGAGG
GACAGACCAATGTTTGAGATGAGGE
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTCGAGTCGAGG
GACAGACCAATGTTTGAGACGAGGE
GACAGACCAATGTTCGAGATGAGG
GACAGACCAATGTTCGAGATGAGGE
GACAGACCAATGTTCGAGATGAG(E

Ex21

D 1540 1550
FRN EEERY PREP PREP PRre)
LCCTTCCGGTTCAACCCCTTCGG T
PCCTTTCGGTTCAACCCCTTCGGT.

LCCTTCCGGTTCAATCCCTTCGGT.
LCCTTCCGGTTCAACCCCTTCGGT.
LCCTTCCGGTTCAACCCCTTTGGT.

LCCTTCCGGTTCAACCCCTTTGGT.

CCCTTTCGGTTCAACCCCTTCGGT,
LCCTTCCGGTTCAACCCCTTCGGT.
LCCTTCCGGTTCAACCCCTTCGGT.
LCCTTCCGGTTCAACCCCTTCGGT.
LCCTTCCGGTTCAACCCCTTGGGT.
LCCTTCCGGTTCAACCCCTTCGGT.
FCCTTCCGGTTCAACCCCTTCGGT.
LCCTTCCGGTTCAACCCCTTCGGT.
FCCTTCCGGTTCAACCCCTTCGGT.

LCCTTCCGGTTCAACCCCTTCGGT.

LCCTTCCGGTTCAACCCCTTCGGT.
LCCTTCCGGTTCAACCCCTTCGGT.
CCCTTCCGGTTCAACCCCTTCGGT.

CCCTTTCGGTTCAACCCCTTCGGT.
CCCTTCCGGTTCAACCCCTTCGGT.
FCCTTTCGGTTCAACCCCTTCGGT,
FCCTTTCGGTTCAACCCCTTCGGT.
FCCTTTCGGTTCAACCCCTTCGGT.

LCCTTTCGGTTCAACCCCTTCGGT.
LCCTTCCGGTTCAACCCCTACGGT.
LCCTTTCGGTTCAACCCCTTCGGT,
LCCTTTCGGTTCAACCCCTTCGGT,

CCCTTTCGGTTCAACCCCTTCGGT,
CCCTTCCGGTTCAACCCCTACGGT,

CCCTTTCGGTTCAACCCCTTCGGT,
CCCTTCCGGTTCAACCCCTTCGGT,
CCCTTCCGGTTCAACCCCTTCGGT.

Repeat 4.2

Ex22

1560 1570 1580
AT PO TR PO T
GAAAGCCT T TCGGAGACCGTCCCT
GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC

Ex23...
160! 161 1620
.. T

GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC

GAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC

GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC
GAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC
GAAAGCCTTTTGGAGGCCGTCCCTTCGACAGACGC
GAAAGCCTTTCGGAGACCATCCCTTCGGCAGACGC,
GAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC
GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTTGGAGGCCGTCCCTTCGACAGACGC
GAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC

GAAAGCCTTTTGGAGGCCGTCCCTTCGACAGACGC

GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTCGGAGGCCGTCCCTTCGACAGACGC
GAAAGCCTTTTGGAGGCCGTCCCTTCGACAGACGC

GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTTGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC

GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTCGGAGACCGTCTCTTCGGCAGACGC
GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC

GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTCGGAGACCGTCTCTTCGGCAGACGC

GAAAGCCTTTCGGAGACCGTCCCTTCGGCAGACGC
GAAAGCCTTTTGGAGGCCGTCCCTTCGACAGACGC
GAAAGCCTTTTGGAGGCCGTCCCTTCGACAGACGC

Repeat 2.3

Repeat 3.3...



...EX23...

1630 1640 165 166 1670 1680 1690 1700 1710 1720 1730 1740 1750 1760 1770 1780 1790 1800
A i I----1- S EEERY PEPRY PEPRY PEPR) PEPRY PERRY PReey |

2- 1358
2- 1188
2-07 [ e 1356
2-08 [ e 1356
2- 1188
-1l [ e, 1141
2-12 [ e 1141
2- 1083
2-17 [ e, 1146
2- 1357
220 [ e 1141
2- 1356
2- 1358
2- 1141
2- 1356
2- 1494
2- 1141
2- 1494
2- 1141
2- 1356
2- 1141
2- 1051
2- 1358
2- 1196
2-56 [ e e 1355
257 [ e 1357
2- 1054
261 [ e, - 1221
2-63 [ e 1143
2- 1356
265 [ e, 1054
2-66 [ e 1248
2- 1141
2-73 [ e, 1141
2-76 [ e 1357
277 [ e 1356
2- 1356
2-82 [ e 1357
2-84 [ e 1054
2- 1143
2-91 [ e 1143
2-95 e 1144
2-102 1356
2-103 [ e 1188
2-105 e 1143
2-106 1357
2-107 e, 1142
2100 e 1359
2-111 1356
o115 e 1357
2116 e, 1054
2-118 1141
2-119 1141
4-150 1355
4-150 1050
4150 e e 1050
4-151 | 1298
4-151 1355
T 1289
4- 151 1050
I 1141
4-152 1206
4-152 1358
B 1222
4-153 1359
4- 153 1141
153 e 1142
4-153 1141
4-153 e 1206
B 1050
4-153 1118
4- 153 1359
T 1141
4-154 1358
A e 1289

...Repeat 3.3 Repeat 5.2 Repeat 4.3...



...EX23...

1630 1640 165 166 1670 1680 1690 1700 1710 1720 1730 1740 1750 1760 1770 1780 1790 1800
- ST P i l----1- S EEE PERE EREFY PR FRERS PR PRE |

4-154 1364
4-154 1050
41548 | 1206
4- 155 1144
4-241 1356
42419 | 1355
4-24 1 S 1206
4-244 1355
1001 b o | 1194
10-02 1194
10-03 ey 1051
10-04 1260
10-06 | 1355
10-07 el 1137
10-10 GACACCGGCCACCACGGCCACCATGGCCACCACGAACACCATCATCATCAGCATAACCACAGAGAAGGCCACCAAGATCATGACAGACCGATGTTTGGEATGAGGCCCTTCCGGT TCAACCCCTT 1491
10- 1.1 | 1254
10- 13| ey 1282
10-14 1355
10- 15 | 1354
10-17 ey 1196
10-18 1137
1019 b oo | 1273
1020 ey 1145
10-21 1355
1022 b o o | 1355
1024 el 1294
10-25 1051
1026 b o o | 1145
10-28 | 1029
10-29 1051
10-30 [ 1051
10-3.1 | 1199
10-32 1051
10-35 | 1286
10-37 | 1050
10-38 ey 1051
10-39 1194
10-40 | 1196
10-42 ey 1194
10-43 1194
10-46 | 1051
10-50 ey 1286
10-51 1199
10-52 | 1055
10-54 ey 1157
10-55 1355

...Repeat 3.3 Repeat 5.2 Repeat 4.3...



1810 1820 1830

1840

CGGTAGAAAGCCTTTCGGAGACCATCCCTTCGGCAG

CGGTAGAAAGCCTTTCGGAGACCATCCCTTCGGCAG

...Repeat 4.3

185 1860
i I PP

Repeat 2.4

...Ex23

1870 1880
-

Repeat 3.4

1890 1900

Repeat 5.3...

1910

1930 1940

ACAGACCAATGTTTGAGACGAG!

ACAGACCAATGTTTGAGACGAG

Ex24...

B EEERY PERRY BEPRY PEPRY PEPRY PRRe |
CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

Repeat4.4...

1950 1960 1970 1980

1358
1220
1356
1356
1220
1141
1141
1115
1146
1357
1141
1356
1358
1141
1356
1674
1141
1674
1141
1356
1141
1051
1358
1228
1355
1357
1054
1221
1143
1356
1054
1248
1141
1141
1357
1356
1356
1357
1054
1143
1143
1144
1356
1220
1143
1357
1142
1359
1356
1357
1054
1141
1141
1355
1050
1050
1330
1355
1289
1050
1141
1238
1358
1222
1359
1141
1142
1141
1238
1050
1118
1359
1141
1358
1289



4-1545
4-1547
4-1548
4-1550
4-2410
4-2412
4-2415
4-2449
10-01
10-02
10-03
10-04
10-06
10-07
10-10
10-11
10-13
10-14
10-15
10-17
10-18
10-19
10-20
10-21
10-22
10-24
10-25
10-26
10-28
10-29
10-30
10-31
10-32
10-35
10-37
10-38
10-39
10-40
10-42
10-43
10-46
10-50
10-51
10-52
10-54
10-55

1810 1820 1830

1840 1850 1860

...EX23

1870 1880

1890 1900 1910 1920 1930

CGGTAGAAAGCCTTTCGGAGACCATCCCTTCGGCAGA|

CGCAACCACACAGAAGGTCACCAGGGTCAT]

NATGAGACGGGAGAT]

...Repeat 4.3

Repeat 2.4

Repeat 3.4

Repeat 5.3...

1940

Ex24...

1950 1960 1970
M EEETY FEFRY EEEEY EEERY EEPEY PPy |

ICCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

ICCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC
ICCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

[CACCCCCACCGTCATCACAGCAAGACCGGAGATGGAGATCAGIACAGACCAATGTTTGAGACGAGECCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

ICCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

ICCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

ICCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

ICCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC
ICCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC
ICCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC
CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

CCCTTCTGGGTCAACCCCTTCGGTAGAAAGCC

Repeat 4.4...

1980

1364
1050
1238
1144
1356
1355
1238
1355
1226
1226
1051
1260
1355
1137
1671
1254
1282
1355
1354
1228
1137
1305
1145
1355
1355
1326
1051
1145
1029
1051
1051
1231
1051
1286
1050
1051
1226
1228
1226
1226
1051
1286
1231
1055
1157
1355



2-05
2-06
2-07
2-08
2-09
2-11
2-12
2-15
2-17
2-18
2-20
2-21
2-24
2-25
2-28
2-34
2-35
2-36
2-37
2-38
2-47
2-50
2-52
2-55
2-56
2-57
2-59
2-61
2-63
2-64
2-65
2-66
2-67
2-73
2-76
2-77
2-79
2-82
2-84
2-90
2-91
2-95
2-102
2-103
2-105
2-106
2-107
2-109
2-111
2-115
2-116
2-118
2-119
4-1501
4-1503
4-1508
4-1511
4-1515
4-1516
4-1517
4-1520
4-1521
4-1523
4-1528
4-1530
4-1531
4-1532
4-1533
4-1534
4-1535
4-1536
4-1538
4-1542
4-1543
4-1544

...Ex24 Ex25a

1990 2000 010 2020 2030 2040 2050 2060 2070 2480 2090 2100 2110 2120 2130 2140
B EETE PEPE PERR PR PR 7Y EEEPY EEEEY EEEEY CEEE) CETEY CErhd EEerl PEEE) PESr] CErhl CEre) CEPEY PEEEY CErey COrey EErry ERreY PErr) PR PErr) PEEr) PErel FEEe) PEEEY PREE) COreY CRrey b en
CGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
TTTCGGAGACCGTCCCTTCGGCAGACGCAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCGTCATCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCATAACGACATCTTCACCACCTGAA
CGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
CGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
TTTCGGAGACCGTCCCTTCGGCAGACGCAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCGTCATCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCATAACGACATCTTCACCACCTGAA
CGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGTATCCAACGACGGAAAGCGTAACGACATCTTCACCACC
TTTCGGAGACCGTCCCTTCGACAGACGCAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCCTCATCCCCATGGTAACCGCGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACTTAAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGTATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTILAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGTATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTITAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
TTTCGGAGACCGTCCCTTCGACAGACGCAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCCTCATCCCCATGGTAACCGCGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACTTAAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCT|IAA
TTTCGGAGACCGTCCCTTCGACAGACGCAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCCTCATCCCCATGGTAACCGCGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACTTAAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTIIAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGTTGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGA,
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGTATCCAACGACGGAAAGCGTAACGACATCTTCACCACC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
TTTCGGAGACCGTCCCTTCGGCAGACGCAACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCCATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGATGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGTATCCAACGACGGAAAGCGTAACGACATCTTCACCACC TGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATATTCACCACCTITAAGTGGTCGAGATCGC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGATGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGTTGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTTAAGTGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGACGGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGTTGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGATGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC

TGGTC GC
TGGTTGAGATCGC
TGGTCGAGATCGC
TGGTCGAGATCGC
TGATCGAGATCGC
TGGTCGAGATCGC

TGATCGAGATCGC
TGGTCGAGATCGC
TGATCGAGATCGC
TGGTCGAGATCGC
GTGGTC GC
AGTGGTCGAGATCGC
AGTGGTCGAGATCGC

AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
TGGTCGAGATCGC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGACGGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGATGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGTATCCAACGACGGAAAGCGTAACGACATCTTCACCACC TGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGTATCCAACGACGGAAAGCGTAACGACATCTTCACCACC TGGTCGAGATCGC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
GTGGTCGAGATCGC

TTTCGGAGACCGTCCCTTCGACAGACGCAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCCTCATCCCCATGGTAACCGCGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACTTAAAGTGATCGAGATCGC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTTGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTIIAAGTGGTCGAGATCGC

TTTCGGAGACCGTCCCTTCGGCAGACGUAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTTGAGATCGC

AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAQGTGGTTGAGATCGC

AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCT|IAAGTGGTCGAGATCGC

AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC

GACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTITAAGTGGTCGAGATCGC

AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCT|ITAAGTGGTCGAGATCGC

AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCT|TAAGTGGTCGAGATCGC

TTTCGGAGACCGTCCCTTCGGCAGACGIAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCATCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCATAACGACATCTTCACCACCTGAAGTGGTTGAGATCGC

AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC

AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTTGAGATCGC

AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCGTCATCCCTATGGTAACCGAGGACGTTGAGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAGCGACATCTTCACCACCTGAAGTGGTTGAAATCGC

AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCGCCT|IAAGTGGTCGAGATCGC

AACGGAACCGAAGAAGGATCTCCCAGGCGTGGTGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC

AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTTGAGATCGC

...Repeat 4.4

1504
1400
1502
1502
1400
1293
1293
1295
1298
1503
1293
1502
1504
1293
1502
1854
1293
1854
1293
1502
1293
1203
1504
1408
1501
1503
1206
1373
1295
1502
1206
1394
1293
1287
1503
1502
1502
1503
1206
1295
1295
1296
1502
1400
1295
1503
1294
1505
1502
1503
1206
1293
1293
1501
1202
1202
1510
1507
1441
1202
1293
1418
1510
1374
1505
1293
1294
1293
1418
1202
1270
1511
1293
1504
1441



4-1545
4-1547
4-1548
4-1550
4-2410
4-2412
4-2415
4-2449
10-01
10-02
10-03
10-04
10-06
10-07
10-10
10-11
10-13
10-14
10-15
10-17
10-18
10-19
10-20
10-21
10-22
10-24
10-25
10-26
10-28
10-29
10-30
10-31
10-32
10-35
10-37
10-38
10-39
10-40
10-42
10-43
10-46
10-50
10-51
10-52
10-54
10-55

...Ex24 Ex25a
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NPT PEPE FEEF PERE BEE B FETEY EEET) CEPEY PRET) PEPeY ERret FEPEY PRTE PErey ERre) CEPr) EETEY PEPE) Prred FErt) EETE) PEPEY PPESY FErey FREEY PEPT) FEErY FErr) FEEeY PEPE) Freey Peee

CGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
CGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
TTTCGGAGACCGTCCCTTCGGCAGACGCAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCATCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCATAACGACATCTTCACCACCTGAA
AACGGAACCGAGGAAGGATCTCCTAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
TTTCGGAGACCGTCCCTTCGGCAGACGCAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCATCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCATAACGACATCTTCACCACCTGAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGT TGGAGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
TTTCGGAGACCGTCCCTTCGGCAGACGCAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCGTCATCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
TTTCGGAGACCGTCCCTTCGGCAGACGCAACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCGTCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
TTTCGGAGACCGTCCCTTCGACAGACGCAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCCTCATCCCCATGGTAACCGCAGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACTTAAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAAGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAA
TTTCGGAGACCGTCCCTTCGGCAGACGCAACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTTGAGATCGC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCGTCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTTGAGATCGC
TTTCGGAGACCGTCCCTTCGGCAGACGCAACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATATTCACCACCTITAAGTGGTCGAGATCGC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTC GC
TTTCGGAGACCGTCCCTTCGGCAGACGCAACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTTGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATATTCACCACCTIIAAGTGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
TTTCGGAGACCGTCCCTTCGGCAGACGCAACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTTGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGT TGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTCCACCAGCTGAAGTGGTTGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGAAGTGGTCGAGATCGC

Ex25b...

2150 216

TGGTTGAGATCGC
TGGTCGAGATCGC
TGGTTGAGATCGC
TGGTCGAGATCGC
TGGTC GC
TGGTC GC
TGGTTGAGATCGC
TGGTC GC
TGGTTGAGATCGC
TGGTTGAGATCGC
TGGTCGAGATCGC
TGGTC GC
TGGTC GC
TGGTTGAGATCGC
TGATCGAGATCGC
TGGTC GC
TGGTTGAGATCGC
TGGTC GC
TGGTC GC

GTGGTCGAGATCGC
GTGGTTGAGATCGC

AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGA,
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGA,
TTTCGGAGACCGTCCCTTCGGCAGACGUAACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTCCACCACCTGA
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCAACGTCGGCCCCATGGTAACCGAGGACGTTGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGA,
AACGGAACCGAAGAAGGATCTCCCAGGCGTGATGGCCACCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCGTCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGA,
AACGGAACCGAGGAAGGATCTCCCAGGCGTGATGGCCATCGTCGGCCCTATGGTAACCGAGGACGATGGGGTGAGAATGAAAGTGAGGAGAAGGAGCATCCAACGACGGAAAGCGTAACGACATCTTCACCACCTGA

GTGGTCGAGATCGC
GTGGTTGAGATCGC
GTGGTCGAGATCGC
GTGGTCGAGATCGC
GTGGTTGAGATCGC
GTGGTTGAGATCGC

...Repeat 4.4

0

1516
1202
1418
1296
1502
1501
1418
1501
1406
1406
1203
1406
1501
1289
1851
1400
1434
1501
1500
1408
1289
1479
1297
1501
1501
1506
1203
1297
1181
1203
1203
1411
1203
1438
1202
1203
1406
1408
1406
1406
1203
1438
1411
1207
1309
1507



2-05
2-06
2-07
2-08
2-09
2-11
2-12
2-15
2-17
2-18
2-20
2-21
2-24
2-25
2-28
2-34
2-35
2-36
2-37
2-38
2-47
2-50
2-52
2-55
2-56
2-57
2-59
2-61
2-63
2-64
2-65
2-66
2-67
2-73
2-76
2-77
2-79
2-82
2-84
2-90
2-91
2-95
2-102
2-103
2-105
2-106
2-107
2-109
2-111
2-115
2-116
2-118
2-119
4-1501
4-1503
4-1508
4-1511
4-1515
4-1516
4-1517
4-1520
4-1521
4-1523
4-1528
4-1530
4-1531
4-1532
4-1533
4-1534
4-1535
4-1536
4-1538
4-1542
4-1543
4-1544
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AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGTGAAG 1544

AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT!
AATCAATGAAGTAGACACCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGTAGACACCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGTAGACACCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!

GATC AATGATGTCGCCGAGGT
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT
GATC AATGATGTCGCCGAGGT

AGTCAATGAAGAAGACATCAATGGGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
GATCAATGAAGTAGACACCAATGGGGTCGCCGAGGT
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGA
GATC AATGATGTCGCCGAGGT!

1440
1542
1542
1440
1333
1318
1335
1338
1543
1318
1542
1544
1318
1542
1894
1333
1894
1333
1542
1333
1228
1544
1433
1541
1543
1231
1398
1335
1542
1246
1434
1333
1327
1543
1542
1542
1543
1231

AGTCAATGAAGAAGACATCAATGGGGTCGCCGAGGTGTAT 1335
TGACAAT GACTACGACGTGGTCGCCGAGTCGTAT 1329

GATC AATGATGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGGGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAACACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGA
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!

GATC AATGATGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT
GATC AATGATGTCGCCGAGGT

AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT
GATC AATGATGTCGCCGAGGT
AATCAATGAAGTAGACACCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
ATTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGATGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGATGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCTGAGGT!
AGTCAATGAAGAAGACATCAATGATGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGATGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGATGTCGCTGAGGT!
AGTCAATGAAGAAGACGTCAATATGGTCGCCGAGGT!
GATC AATGAGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCTGAGGT!
AGTCAATGAAGAAGACATCAATGATGTCGCTGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!

1321
1542
1440
1335
1543
1334
1545
1542
1543
1231
1318
1318
1541
1227
1227
1550
1547
1481
1227
1333
1458
1550
1414
1545
1333
1334
1333
1458
1227
1310
1551
1333
1544
1481




4-1545
4-1547
4-1548
4-1550
4-2410
4-2412
4-2415
4-2449
10-01
10-02
10-03
10-04
10-06
10-07
10-10
10-11
10-13
10-14
10-15
10-17
10-18
10-19
10-20
10-21
10-22
10-24
10-25
10-26
10-28
10-29
10-30
10-31
10-32
10-35
10-37
10-38
10-39
10-40
10-42
10-43
10-46
10-50
10-51
10-52
10-54
10-55
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ITEEY PEETY EEEEY FETE PEPe) PErey perey B
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT
AGTCAATGAAGAAGACGTCAATATGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATATGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
ATTCAATGAAGAAGACGTCCATGTGGTCGCCGAGGT!
AATCAATGAAGTAGACACCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
ATTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACATCAATGGGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AATCAATGAAGAAGACATCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT
AGTCAATGAAGAAGACATCAATGGGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT
GATC AATGATGTCGCCGAGGT
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT
ATTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGTG
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGTGTTA
GATC AATGATGTGGCCGAGGT!
ATTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
GATC AATGATGTCGCCGAGGT!
ATTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!
AGTCAATGAAGAAGACGTCAATGTGGTCGCCGAGGT!

1556
1227
1458
1336
1542
1541
1458
1541
1446
1446
1228
1446
1541
1329
1891
1440
1474
1541
1540
1448
1329
1519
1337
1541
1541
1546
1228
1337
1206
1228
1228
1451
1228
1478
1227
1228
1446
1433
1446
1446
1228
1478
1451
1232
1349
1547



