
 

Supplementary Fig. 1: Scatterplots of kIN (intramodular connectivity) and kME (module 

eigengene-based connectivity) in the four largest modules of the BxH data: a) Red module (437 

genes), b) Blue module (370 genes), c) Green module (299 genes), d) Black module (264 genes).  

Spearman correlations are reported above each plot. 


