10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170 180

B T B D L D D S DO D P D O D D Y P D [ D Py DY DU DU Sy DU PR DOUoy DU SN PO DY IR DO JRR
BSH75_L225 GGCCGCGGGTTGCCGCCGTATCCGGTTGTCCAAAGCATGCGTACCTGTTCCAAGGGTCGTCCCGGCTTTGTGGGCCCCCCGGGGCGTATCGGCCAGGGATGGGATCCCGCTGTCCAGCCCCCTCCCCCCGCTTTGGTACCGGCCACCCCGCGTGCCTTCCTCGCGAACCCGGGGAGAACA

BSH75_banu

BSH74_nur

BSH74_shz

BSH74_sol

NEP73_175

UNK47_hig

GER_hdlg S.T. -

SAF65_102 R . .CT.

SAF65_103 R ..CT.

BOT72_143 I _.CT.

BOT73_225 - R . .CT.

SOM77_1252 .. AL - - ..CT. L.T..GLLLALT...

SOM77_1605 . AL - - ..CT. G

SomM77_ali - ..CT G

ETH72_16 - - CcT -G.

ETH72_17 . . . ..CT. -G.

SUD47_jub - - ..CT. G

SUD47_rum - CT G

TAN65_kem R CT

CNG70_46 - R ..CT.

CNG70_227 - . . .CT.

IND67_mah R L.T. .- ..CT.

IND53_mad C A R ..CT.

SUM70_222 R . .CT.

SUM70_228 P ..CT.

IND64_vel4 s AT ..CT.

IND64_vel5 R . .CT.

AFG70_vIt4 R ..CT.

IRN72_tbrz s AT ..CT.

KUW67_1629 L ALLTL . .CT.

PAK69_lah R CcT

SYR72_119 [N CT

YUG72_164 L ALLTL - . .CT.

UNK46_harv LT ..CT. ..G T..

UNK46_hind R ..CT. L.GLLALLT..

JAP46_yam R ..CT. LGl T.T..

JAP51_hrpr LT ..CT. L.GLLAT.T..

JAP51_stwl I _.CT.

KOR47_lee Tl To. ..CT.

CHN48_horn R R
BEN68_59 ; PR . ..CGCA....T.A.GC...G..TT...
NIG69_001 LT L.aTo T.T...CCCTC..AT... -...CGCA....T...GC...G..TT....C..GATA.T....TT.T..C.
GU169_005 R - _A..CGCA....T.A.GC...G..TT....C..GA.ATT....TT....C.
SLN68_258 PR ..T.T...CCCTC..AT CGCA....T.A.GC...G..TT....C..GA.A.T....TT....C.
UNK52_but - R ...T...cCCTC...T CGC....TT....C.A.G..TT....
BRZ66_39 - R _.TT...CCCTC...T... .CGC....TT....C.ALG..TT....
BRZ66_gar B . _..T...CCCTC...T CGC....TT....C.ATG..TT...

* * * * * *



190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340 350 360
Y P N PN DU DU DU PO Y P DU DS DOU PO DUURY FRUN DU PO DS DRSS DOURY SURU DR DU DS POUSY DUSSY FURY DY PSRN DO PURY DUv SUeN SRS PN
BSH75_L225 CGCCGCGACCTTCTACCTCAGGGGCCGGAAGTTCGCGCGCGCGCTACCCAGCACGCACTCGTACGGGGCATGGCGTATCCGCGTGCTCGGACGGTGTGCCAATACGCACCCACCGACCCGGCTCTGTAGCGCTCTTGACGGAGTGCTGGCCGGGCCCGCGCCATCCGCATGGCCCGTCCG
BSH75_banu
BSH74_nur
BSH74_shz
BSH74_sol
NEP73_175
UNK47_hig
GER_hdlg
SAF65_102
SAF65_103
BOT72_143
BOT73_225
SOM77_1252
SOM77_1605
SomM77_ali
ETH72_16
ETH72_17
SUD47_jub
SUD47_rum
TAN65_kem
CNG70_46
CNG70_227
IND67_mah
IND53_mad
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
AFG70_vit4
IRN72_tbrz
KUW67_1629
PAK69_lah
SYR72_119
YUG72_164
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn -
BEN68_59 . .A..A_TACG. . N LAL N
NIG69_001 A. .ATTACG. ..CT. e .GC. R - AL ...C.GT.AC.CAT.
GUI169_005 ...CTC.T....A_.A_TACG.A.CT....ATA.. - - - .GC. R - JAL ...C.G...C.CAT.
SLN68_258 CTC.T...TA..A_TACG.A.CT....ATA...CG..TG.T N N N C.G...C.CAT
UNK52_but .C.T..A...AC.C....T.A..A.TACG. AT....CG..TG.T ..C.T...C..CTA - - -A. .T.C.G...C.CAT.
BRZ66_39 .C.T..A...AC.C....T.A_.A_TACG. L AT....CG..TG.T......C..CG.A...TGC...A..C.T...C..CTA.. - G.. - - AL .C.G...C.CAT.
BRzZ66_gar  .C.T..A...AC.C....T.A..A.TACG. C..CG...A.TGC...A..C.T...C..CTA B ; JAL _.C.G...C.CAT.

* *




370 380 390 400 410 420 430 440 450 460 470 480 490 500 510 520 530 540

SN RN PN DU D DU DU NN PUTY P DU DS DS PUSRY SUDY PR D PO DS PR SOUSY URRTN DU DU DU DU SUUSY PURE DR P DO PUS DU FRrel RRRY DU |
BSH75_L225 GTGGCGGCGGCCACTCCCCATTCGGTGCTTTTTAATCCGCGCCCCGCCTCGCCTCAGGGACCTCCGCGGGCCTTTAGAGCACCCGCTAGTCGGCGCCGCGGAAAGGATAAGCCGATTTAATCGAGTCCCGGGCCCAGGGAAGCGGACGCGCAGATGCATGGTTCCGAAAAATTCGGCACT
BSH75_banu
BSH74_nur
BSH74_shz
BSH74_sol
NEP73_175
UNK47_hig
GER_hdlg
SAF65_102
SAF65_103
BOT72_143
BOT73_225
SOM77_1252
SOM77_1605
SomM77_ali
ETH72_16
ETH72_17
SUD47_jub
SUD47_rum
TAN65_kem
CNG70_46
CNG70_227
IND67_mah
IND53_mad
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
AFG70_vit4
IRN72_tbrz
KUW67_1629
PAK69_lah
SYR72_119
YUG72_164
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn A.
BEN68_59 . ..C..A_A.T._ATG.
NI1G69_001 .C.AL.AL._.TT.C.T - - ..CT.A...T..ATG. AGCCCGG. . .GAC...T - -
GUI169_005 _.C.ALAAL._.TT.C.T - _AC..A.A.T._ATG. AGCCCGGC..G.C...T..T.... R _TT.G.GC.TG.... ..GTTGC..
SLN68_258 _C.ALAAL_.TT.C.T.T - - _AC..A.A.T._ATG. AGCCCGGC. .G.C. ..
UNK52_but  .C.A....A...T.C ...C.GT....G..C..A...T..A.G. AGCCCGGC. .G.C... TTT.G.GC.TG GTTGC.TA.TG. .
BRZ66_39 LC.AL...A...T.C... - ...C.GT....G.AC..A...T..A.G. AGCCCGGC. .G.C... oo TTT.G.GC.TG. ... ..GTTGC.TA.TG. .
BRZ66_gar .C.A....A...T.C ...C.GT....G.AC..A...T..A.G. AGCCCGGC. .G.C. .. TTT.G.GC.TG GTTGC.TA.TG. .

* * * * x *




550 560 570 580 590 600 610 620 630 640 650 660 670 680 690 700 710 720
Y U N PO DU PUUN DUSSS FUSOY DUUSY PO DU PN DOU PRSRY UUSY PR D DU DN PUSNE DUUSY SRR DR DUSRN DU PUDY DOSSY SURY JRRY PSRN DU PN DOS FURY RSN PR

BSH75_L225 ACTGGTCAGTGGTTCCAGCTCCACCTGCAACCCTAGGCTGACGGCGGTGGGACTAGCCCGGCCTTAAGCGGCCCCAGAATCGCCCTGGCCGAACGCGGATACCGGCTAAGGACCGTGGTGCCCTGCTCGCAACTACCCCTCTCAGGACAACGGGGTCCGCAGCCCGCCTGTTCCGCCCTC
BSH75_banu
BSH74_nur
BSH74_shz
BSH74_sol
NEP73_175
UNK47_hig
GER_hdlg
SAF65_102
SAF65_103
BOT72_143
BOT73_225
SOM77_1252
SOM77_1605
SomM77_ali
ETH72_16
ETH72_17
SUD47_jub
SUD47_rum
TAN65_kem
CNG70_46
CNG70_227
IND67_mah
IND53_mad
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
AFG70_vit4
IRN72_tbrz
KUW67_1629
PAK69_lah
SYR72_119
YUG72_164
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn L.T.
BEN68_59 . ..G. N ..G...AL..C...AA_.
NIG69_001  G....C...C.ACC.....CTTGT...T. - ..G. - ..A...C.AA..
GUI69_005 GT...C...C.ACC.....CTTGT...T. - ..G. - .G...AL..C...A..
SLN68_258  GT...C...C.ACC CTTGT...T. - .G...ALL.C...ALL
UNK52_but  G....C...CA.CC ..T. - - GGCTA...C..TA...T...A..G..A..CGG..G.AA...C
BRZ66_39 G....C...CA.CC CT.G....T. - - - - .GGCTA...C..TA...T...A..G..A..CGG..G.AA...C.
BRzZ66_gar G....C...CA.CC...A.CT.G....T. - - T.GGCTA...C..TA...T...A..G..A..CGG.AG.AA...C

* * *




730 740 750 760 770 780 790 800 810 820 830 840 850 860 870 880 890 900
Y [ N PN DU DS DOUSY PRy SUNRY PN DU DU DUS PUUSY JUSY PN DU DU DS DRSS ROUSY SUON PR PR DUN PUDEY ROUSY FURY DTN PN DO PUS DOSY PSRN JURY DY
BSH75_L225 ACCCGGCAAAGCCCCGGTTGCCAGGTCGTGCTGCGTAGCGGGCTCGCGAGGACGGGGTGGGGATTCTCGACGGCGCGACCGGTACCGCATGATACTGCGAAGGTGCCATGTCTGGCCGAAAGTCATAAGCATTAGCCCGTCGGTCAGTTCCGCGCCAGAAGATCCTCCCGCGCGGGGAAC
BSH75_banu
BSH74_nur
BSH74_shz
BSH74_sol
NEP73_175
UNK47_hig
GER_hdlg
SAF65_102
SAF65_103
BOT72_143
BOT73_225
SOM77_1252
SOM77_1605
SomM77_ali
ETH72_16
ETH72_17
SUD47_jub
SUD47_rum
TAN65_kem
CNG70_46
CNG70_227
IND67_mah
IND53_mad
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
AFG70_vit4
IRN72_tbrz
KUW67_1629
PAK69_lah
SYR72_119
YUG72_164
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn - - R S
BEN68_59 . R _GC. - . G6TC...GG..6.TTG..C.C...TAG.C. _.CA.G.CCA.TT.
NI1G69_001 LALTT.AL ... TG..CT. _TTAA.TCT.. . .AAC.AA.GC. - R ..GTC...GG....TTG..C.C...TAG.C.C....CA.G.CCA.TT.
GUI169_005 _TTAA.TCT.. - .AACAAA.GC. - ~_GTC...GG..G.TTG..C.C...TAG.C.C. .. .CA.G.CCA.TT.
SLN68_258 _TTAA_TCTA AAACAAA.GC. To.T...G...A. . .GTC...GG..G.TTG..C.C...TAG.-C.C....CA.G.CCA.TT.
c.c.
c.Cc.
c.C.

UNK52_but -.A..AC.A..GC. SLALT...G.T...G..A.TC...GTC...GG....TTG..CTC....AG. -.C.TG.CCA.TTA
BRZ66_39 -.A..AC.A..GC. SLALT...G.T...G..A.TCA. .GTC...GG....TTG..CTC.A..AG. .C.TG.CCATTTA
BRZ66_gar -.A..AC.A..GC. SAT...G.T...G..A.TCA..GTC...GG....TTG..CTC.A..AG. ...C TG.CCATTTA!

* * * *




910 920 930 940 950 960 970 980 990 1000 1010 1020 1030 1040 1050 1060 1070 1080
Y U N PSP U DU FUURY PUTY P DU DU DOSSY PUSRY NOUSY PR DU DU DU PRSI PUSSY FRON TR DU DU PUSY SOSTY RSN PR PN DO PO POSY ST SUeY D

BSH75_L225 TGTCCGGAGCCTTCAGGGCGGGTACGGGGGGCTACTGGTTCCTACGGAAGCAAGCGGTGCTCGCACCGCCATCCAGGGTCCAGGGGGGCGGTGCGAACGTCCAGCTCCCACCCAAAGCGCCGCCCCCACCGTAGTTGGATACGGCGTTACTGCCAACGTTCACTCCGAGACGCGCAGGGG
BSH75_banu
BSH74_nur
BSH74_shz
BSH74_sol
NEP73_175
UNK47_hig
GER_hdlg
SAF65_102
SAF65_103
BOT72_143
BOT73_225
SOM77_1252
SOM77_1605
SomM77_ali
ETH72_16
ETH72_17
SUD47_jub
SUD47_rum
TAN65_kem
CNG70_46
CNG70_227
IND67_mah
IND53_mad
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
AFG70_vit4
IRN72_tbrz
KUW67_1629
PAK69_lah
SYR72_119
YUG72_164
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59
N1G69_001
GUI169_005
SLN68_258 AL
UNK52_but ...C...GCG.A....C
BRZ66_39 - - . - ...C...GCG.A....C..
BRZ66_gar

-.G...C..C.A.G.G.A.T..CG..A..GG.AC.ACTAT..C.G...AT..
-.G...C..C...G.G.AA...CG.C....G.AC.AC.AT....G..TAT..




1090 1100 1110 1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240 1250 1260
S e P D P D P Y [ O Do DO v DT Pl DU P Do P DY POl D PO DO PUu DY POl TN P DO DS O S RN P
BSH75_L225 CGCGCATGTGGCGAGCCCGTCCCCTTGGCGGACCGCCGGACGCGGCCGGTTTGGACACGGCCTAGCGACTGGCACACCTGCGCAAAGAGGGGGGTCTCCGTGGCGCCAAGAGATGGCTAGCGGCTGCACCAACGGCACTGGGTCGCACGTAAGCGTTGCGGACGGGCGGCGACGGCCTGA
BSH75_banu
BSH74_nur
BSH74_shz
BSH74_sol
NEP73_175
UNK47_hig
GER_hdlg
SAF65_102
SAF65_103
BOT72_143
BOT73_225
SOM77_1252
SOM77_1605
SomM77_ali
ETH72_16
ETH72_17
SUD47_jub
SUD47_rum
TAN65_kem
CNG70_46
CNG70_227
IND67_mah
IND53_mad
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
AFG70_vit4
IRN72_tbrz
KUW67_1629
PAK69_lah
SYR72_119
YUG72_164
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn R R R - R . R
BEN68_59 . . A..CT..GT.GGTA..CCA.A.T.
NIG69_001 L T.TG.AC..T.G..TT.AT...CC......A...TAAG....AT....CCA.G... JTOUTT.. - - ..A.C.....C.. ..A._.CT.TGT.GGTA..CCA.A.T...
GUI169_005 L T.TG..C..T.G..TTAAT...CCT.....A...TA.G....AT....CCA.G.. - - - - - - - - ....C.. . A..CT..GT.GGTA..CCA.A.TT..T..
SLN68_258 L T.TG..C..T.G..TTAAT...CCT A...TA.G....AT....CCA.G . . . A..CT..GT.GGTA..CCA.A.TT..T
UNK52_but  ....TG..C..T.G..T...TT..CC....ACA..TTA.G....A....GCCA.G.C..A... - - A_AC...GT.GGT...CC...ATT
BRZ66_39 e TG..C..T.G..T...TT..CC....ACA..TTA.G....A.T..GCCA.G.C..A... - - - A_AC...GT.GGT...CC...ATTA..
BRZ66_gar e TG..CL.T.G..T...TT..CC....ACA..TTA.G....A.T..GCCA.G.C..A... N . _A_AC...GT.GGT...CC...ATTA

* * * * *




1270 1280 1290 1300 1310 1320 1330 1340

Y O RN P D DS DO PR SR Pl PR DU DU PO O PN P b
BSH75_L225 TGGCTTGCTGCCAGGAGCTGACGCCGGAACTCTGACTGTGGAAGTCGTTGCCGCCGCACCGCGACCGGCCGGCACCGTTTCCTGCCC
BSH75_banu
BSH74_nur
BSH74_shz
BSH74_sol
NEP73_175
UNK47_hig
GER_hdlg
SAF65_102
SAF65_103
BOT72_143
BOT73_225
SOM77_1252
SOM77_1605
SomM77_ali
ETH72_16
ETH72_17
SUD47_jub
SUD47_rum
TAN65_kem
CNG70_46
CNG70_227
IND67_mah
IND53_mad
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
AFG70_vit4
IRN72_tbrz
KUW67_1629
PAK69_lah
SYR72_119
YUG72_164
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59

.AC.TT.A.GTA...A.TCAAA.C..C...

NI1G69_001 LAC.TT.A.GTA...A.TCAAA.C..C..

GUI69_005 .AC.TT.A.GTA...A.TCAAA.C..C...

SLN68_258  .....C.TCA..G...... AC.TT. TA...A.TCAAA.C..C...

UNK52_but  ....CC..C...G...... AC.T. A...A.TCAA. .CTAC.A.

BRZ66_39 AC.T. A...A.TCAA..CTAC.A.
AC.T. A

A.G
_A.G.
_A.G.
BRZ66_gar  ....CC..C...G...... _A.G.A...A.TCAA. .CTAC.A.



