10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170 180
Y OO N P D PSR DU FRUTY DY D DU PO POUIY PUUTY NOUDY PN DR DU DS PRSI DOV PR DY DRSS DOTEY PUSIY PUvEY PR DTN PR DO POS POTY RRUUY RN P
BSH75_banu TTCGTCAGAGCCAAGACTATGCCTACCCCGCGTTACTATCACCCAATGCGTTTGTCTGGTATACGGTAAGATTTGCAGTTAATGCCCCTACCCATGGGGGACAATTGGGGCTGACTCGCGTTTGCCCTGGCGCGAAGCTTATATGAGGTATTAGCCTCTCTAGCCATTCTACGGCCCGCT
BSH74_nur
BSH74_sol
BSH74_shz
NEP73_175
SAF65_103
SAF65_102
BOT72_143
BOT73_225
CNG70_227
CNG70_46
TAN65_kem
SOM77_1252
SOM77_1605
SomM77_ali
SUD47_jub
SUD47_rum
ETH72_16
ETH72_17
UNK47_hig
GER_hdlg
IND53_mad
IND67_mah
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
IRN72_tbrz
YUG72_164
AFG70_vIit4
KUW67_1629
PAK69_lah
SYR72_119
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59
NI1G69_001
SLN68_258
GUI169_005
BRZ66_gar
BRZ66_39
UNK52_but
CML96_m96  CCG.C.GCG. .AGCAG...C..ACGTA.T.TTCCC..G... “G. .. .CCA.CCCACT .AACGAT - .ACGGAG.CCT.G.CGG.CA. - . .CG.G.GC. .T..GTGGC. . .
CML70_CMS ~ CCG.C.GCG..AGCAG...C..ACGTA.T.TTCC...G...G....CCA.CCCACT.AACGAT. .ACGGAG.CCT.G.CGG.CA....CG.G.GC..T..GTGGC...... C.GTCTAA.ACC.TA.CATTA.A_GATCCTCGC. G.. GCCGATA.AG.C
TATV68_dah CCG.C.G.G.T....GT..CT..CG...T..T.C.ACG....T...CC.T...AC..A.C.ATT..CGG.G.CCT.G.CGGGC..T..CG.G.GCT..A.GTG..CA.A..C.G.CTA..ACC....... TAG. .GA.CCGCGC.GT.AGCCG.T...G.C.

G.C....TCT....C
G.C....TCT....C
G.C.ACT...ATT.C

..C.GTCTAA.ACC.TA.CATTA.A.GATCCTCGC.G...GCCGATA.AG. C




190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340 350 360

SN [N U P DU PSRN DS FRUU Y PN DU DUSI DOS POUSR DURTY PR D DU DS PR DUVSY PRSP DU DS PUSSY OSSN FRRN DTN DRSPS PUSN PUu PRveY BURY PSRN |
BSH75_banu CGAGATGTTTGGTACGGCTCGCTACCATACCCCCCGAGATCCGGCTGAAACCCCATTTTCACGTTATCAAGCTGAACCACTCCGCGGGGTGATAGCAATAGCCGACAGCGAGTCCTTCCGACTGCAGCTGCGTGTTTACCATGAATGCACTGACTGGTTTGAGTTAACGCACGGCGAACT
BSH74_nur
BSH74_sol
BSH74_shz
NEP73_175
SAF65_103
SAF65_102
BOT72_143
BOT73_225
CNG70_227
CNG70_46
TAN65_kem
SOM77_1252
SOM77_1605
SomM77_ali
SUD47_jub
SUD47_rum
ETH72_16
ETH72_17
UNK47_hig
GER_hdlg
IND53_mad
IND67_mah
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
IRN72_tbrz
YUG72_164
AFG70_vIit4
KUW67_1629
PAK69_lah
SYR72_119
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59
NI1G69_001
SLN68_258
GUI169_005
BRZ66_gar
BRZ66_39 -
UNK52_but C. .
CML96_m96 _AGA.CAC.G.T.T.A.._AATGG.TGCGG.A. . .AG.GCA.ATT...GCT...G.CCG..T.CCGCTCGAAC. .. AAG.C.T.T...TG.CC.A. _.GCGATA.G.GC....CT.CC.A.._CATC...AA.C..GC..T.C.GGCA.GAC.GTCAACCCA.A_C_.GTTAGT..A.GG.G
CML70_CMS ~ _AGA.CAC.G.T.T.A...AATGG.TGCGG.A...AG.GCA.ATT...GCT...G.CCG..T.CCGCTCGAAC. ..AAG.CTT.T...TG.CC.A..GCGATACG.GC....CT.CC.A...CATC...AA.C..GC..T.C.GGCA.GAC.GTCAACCCA.A.C.GTTAGT..A.GG.G
TATV68_dah . .GAGC...GA..G..T.CAA.GG..GCG....... G.GC....T..C.CTT..G.CC..CTTCCGC..G..C..... G.C...TA..... CC..T.GCG.T..G.GC.CC.C..CCA....C..CT....ACT.GC..T....GCA.G.C.GTC.ACCC._A.CGG...G..AA.GGA.

T
T.
.T.
T
T
T




370 380 390 400 410 420 430 440 450 460 470 480 490 500 510 520 530 540
Y RN PRUSN PSRN DU PUSI URSY FUSRY PR D DU PN DU PUUSY SUDY FROTY DY P DS PUDRY SUUSY FRURY PRSP DU PUSEY SOURY SRR DR P DS PO DU PR SRR PN |
BSH75_banu TGACTACCATCAGCGCGCTGTGTCTAGTGTCGGATGGCGTCCGAACTATGTGAGTAGTGCATTGACTGACGGTTCTCAAGTTAGAACACATGTCCCTTGCCCGGATATACCAGAACGCGATACCTTCAGCGATACGACAAAACCGCTTCTCCAAATAGCGTATATTCGCACTGGCCAAAA
BSH74_nur
BSH74_sol
BSH74_shz
NEP73_175
SAF65_103
SAF65_102
BOT72_143
BOT73_225
CNG70_227
CNG70_46
TAN65_kem
SOM77_1252
SOM77_1605
SomM77_ali
SUD47_jub
SUD47_rum
ETH72_16
ETH72_17
UNK47_hig
GER_hdlg
IND53_mad
IND67_mah
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
IRN72_tbrz
YUG72_164
AFG70_vIit4
KUW67_1629
PAK69_lah
SYR72_119
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59
NI1G69_001
SLN68_258
GUI169_005
BRZ66_gar
BRZ66_39
UNK52_but
CML96_m96 T.C C.T C
CML70_CMS  CAG.CG..GCTC..T.CTC.CAA.CG.GAC.T.C.A.TT..TT.GTCGC..AG.GGACTT.C.AG.C.T...C.ACAG..CC.C.G.G.GG.ATA.CC..TGA. .CGCGTA. .GG. ..AGCGT.CG.CT.AGGGTA...C.G..ATCCT...TGG.G.T...CGC....G.C.
TATV68_dah CAG.C...GC.C...TCTCAC.A.CG...C.T..C....C..T.G.CGC.A.GTGGACT.GCCAG.CTG.A.CC.C.GG.CCG.GGTG.GG....TCCT.TGAA.CGCG...TGG..... CGT.CG.CT.AGA.TA..G.GG..A.CC..A.TGG.GA...TCGCCA..G.C




550 560 570 580 590 600 610 620 630 640 650 660 670 680 690 700 710 720

Y RO PN PO DU PRI PUURY FUROY SUTY PR PR S PUS PO PUUSY PUUN DY PO DS PRR PO FUOY PR PN DU PUDY SUSDY FUOY PR PN PR POSY PRSI FUDUE Sy DU
BSH75_banu AACTTGCTGACGATGGGTAGATTTGACGGGGTGCCGGGTCCCTCGTTGCGCTAGCACCCCCGCTAAACCTCTCCGGCCCCATCTCCTGCACGTCGAACAAATAATCGAGCACTGACGACGAGGTCCATGCACTTCGCGTCATGCGGGTGTGCATCTTTCCTATAACATAACCAGTGCAAA
BSH74_nur
BSH74_sol
BSH74_shz
NEP73_175
SAF65_103
SAF65_102
BOT72_143
BOT73_225
CNG70_227
CNG70_46
TAN65_kem
SOM77_1252
SOM77_1605
SomM77_ali
SUD47_jub
SUD47_rum
ETH72_16
ETH72_17
UNK47_hig
GER_hdlg
IND53_mad
IND67_mah
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
IRN72_tbrz
YUG72_164
AFG70_vIit4
KUW67_1629
PAK69_lah
SYR72_119
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59
NI1G69_001
SLN68_258
GUI169_005
BRZ66_gar
BRZ66_39 LLALL -
UNK52_but ..T.C A T A....A T AT...
CML96_m96 _G..C.TGAG.ACC..TCGTGCCC.GATCAAC.T....C...CA_CC.T..CGAAGT.T...ACGGTT.C.CAAT...TT
CML70_CMS ~ .G..C.T.AG.ACC..TCGTGCCC.GATCAAC.T....C...CA.CC.T..CGAAGT.T...ACGGTT.C.CAATA..TT...CA.C.G.GA.A.GG.GGGCGGC. .GATGAC.G.AG..G..G..GCC.G.C.AT.A...C....TCTGC.G.T...TA.G.GGT.CGGTTGCC. .GGG
TATV68_dah GG..C....G.A.CA.TCG.GCC..GA..A.CA.T.A.CT.TC..CC.T..C.AAG.T...A.CGG...C.CAA..T.T.G..C..CTG....A.GG.G.GCGGC..G..GACTGTAG..G..... GCC.G.CG..T.AA.C...T.C.GC.G........ G.GG.G.GG..G.C..GGG




730 740 750 760 770 780 790 800 810 820 830 840 850 860 870 880 890 900
Y RN PN PN DU PSR SR DURTY PN DU PSR DUS PR DOUSY RSN D DU DS DRSS PUUSY FRUON PR DUURN DON PUSNY SUVEY FRRY BTN PN DU PUS DU RRURY SRR RN
BSH75_banu CGCCCACCTGGCACTCGTGCTTCGAAGGTCGCGGCGGTAGTGTACATCTACAGGTCGGTAGGTACTAGCATTATTGACCCTCGGCATCGAATAATCACCTGCATCTTTTCGATGATGGAAAATAAAAGAGCGAAACATAGCCGACATTGTCTAACTTAATAGCAAATCGACAGATTACTC
BSH74_nur
BSH74_sol
BSH74_shz
NEP73_175
SAF65_103
SAF65_102
BOT72_143
BOT73_225
CNG70_227
CNG70_46
TAN65_kem
SOM77_1252
SOM77_1605
SomM77_ali
SUD47_jub
SUD47_rum
ETH72_16
ETH72_17
UNK47_hig
GER_hdlg
IND53_mad
IND67_mah
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
IRN72_tbrz
YUG72_164
AFG70_vIit4
KUW67_1629
PAK69_lah
SYR72_119
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59
NI1G69_001
SLN68_258
GUI169_005
BRZ66_gar
BRZ66_39
UNK52_but
CML96_m96
CML70_CMS  T...TG..C...G..... A.CCAAG.ATCTTT...AACGT.CC.TGC..G.GC.C...CG..CG..G.TGCA.CC.GTT.C.AT.TCAA.GCGGC.GA. ...GCTCCCC. . .AT.AAATTGGCGGGGTC. ..G.G.GC. .A. .GTGCCACTCGGACCGGGGA.GGCC. . . .G. . .CGACA
TATV68_dah ...T.G..C.A.G....CA.CCAAGG..CT.T..AAACG.A.CG.G...G.G..C.T.CG..CG.GGTT.CA..C.GT...T....C.A.GCGGCTG. .AT.GCTCCCC..GA....... GGCGG.G.C.T.G.GTGC. .A. .GTGCC.C.CG..CCGG.G. .GGCCT. .AG...CG.C.




910 920 930 940 950 960 970 980 990 1000 1010 1020 1030 1040 1050 1060 1070 1080

SN O Y PO D DS DT PR SR D DU DS DOSE PUURS NUUSY PR DU DS DS PRSI DOURY FRON FRSY PUS PR PUSEY POSDY FUUN PRty PR DO PUS DOUNY FRUY SReY PR
BSH75_banu CTATCGGTAGCACTTTCGAAGGCGCAATGGGCAAAGAACGCAACGATTGTTCGTAATCGCAATGTAAGAATGGTCGCGGCGACCGAGAGGCAAAACGTTGCTTTATAGCCTGGCACACCTGGAGCTGAGTTATTCACATAAAGGTAAGTGATGCCCAACGCTCTACATCGTCCTCTCATC
BSH74_nur
BSH74_sol
BSH74_shz
NEP73_175
SAF65_103
SAF65_102
BOT72_143
BOT73_225
CNG70_227
CNG70_46
TAN65_kem
SOM77_1252
SOM77_1605
SomM77_ali
SUD47_jub
SUD47_rum
ETH72_16
ETH72_17
UNK47_hig
GER_hdlg
IND53_mad
IND67_mah
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
IRN72_tbrz
YUG72_164
AFG70_vIit4
KUW67_1629
PAK69_lah
SYR72_119
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59
NI1G69_001
SLN68_258
GUI169_005
BRZ66_gar
BRZ66_39 - . -
UNK52_but R -G.. - C.
CML96_m96 _CGG...CG.TG.CAA_AG. .TAATGGCAA. . .GGAGGTA.GGT. .CCTAG...GG..T.GGCTCGC. .G.A. .AA._.T._AATGTCAA_.GGG.AAC.T.CCGGCC.TTC.A.GAT. .AAAG. .C.GCCAGCC.G.GCGG...CGG...GCAA. .G.TATCACG. .CAAC.TC.CTGCT
CML70_CMS  .CGG...CG.TG.CAA.AG..TAATGGCAA. . .GGAGGTA.GGT..CCT.G...GG..T.GGCTCGC. .G.A. .AA...T..AATGTCAA.GGG.AAC.T.CCGGCC.TTC.A.GAT. .AAAG. .C.GCCAGCC.G.GCGG. . .CGG...GCAA. .G.TATCACG. .CAAC.TC.CTGCT
TATV68_dah .C.G.T.CG..G.CCC..... T....6C...T.GG.GG...G....C.T.G..AGGC.T.GGC.C.C.GG..... A.CAT....TGAC..T.GGTA.C...CC.GCCA..C...G..T...AGT.C.G.CA.CCAGAGCGG. .ACGG. .TGCA...G...TC.CG.TC..CTTC.C.GC.




1090 1100 1110 1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240 1250 1260

Y O S P DU PO PO POl URTY Pl DO DU DR PO DOURY P D DU DU PO DU FOON DS P DO PUS TS PO URTN P DO PO DS SR SR |
BSH75_banu CGGGCTTATACAACGCTTAGGAGGAGTCCTTATTTAGCACGCTTGGAGTCTTTCACATTAAAAGCCTAAAGTCCCGGAGTAGACCGGTCATACGAGCCTATAACCATGAGAAAATCTCTTGTCACCCATTGAAATGCACCGACTATGACGGGAACAATATACAACCCTCCGCGACTCACT
BSH74_nur
BSH74_sol
BSH74_shz
NEP73_175
SAF65_103
SAF65_102
BOT72_143
BOT73_225
CNG70_227
CNG70_46
TAN65_kem
SOM77_1252
SOM77_1605
SomM77_ali
SUD47_jub
SUD47_rum
ETH72_16
ETH72_17
UNK47_hig
GER_hdlg
IND53_mad
IND67_mah
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
IRN72_tbrz
YUG72_164
AFG70_vIit4
KUW67_1629
PAK69_lah
SYR72_119
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59
NI1G69_001
SLN68_258
GUI169_005
BRZ66_gar
BRZ66_39
UNK52_but —
CML96_m96 _.A._CCGCG.GG.T..C.C.GT.GAC..CCGC..G..GT.ACCA.GAC.CCCTGTGCC.CGGT.TG. - _ACG.GTT.A.TGC..TCA..CGC.GT.TCA..GG.GC...CC.CTGT.. AC.C.G
CML70_CMS . .A..CCGCG.GG.T..C.C.GT.GAC..CCGC. .G..GT.ACCA.GAC.CCCTGTGCC.CGGT.TG..G...u..-.. CG.GTT.A.TGC..TCA..CGC.GT.TCA..GG.GC...CC.CTGT..GC..GGGC..GTA. .AC.C.G...A.GTGGCG. .TCTTA.CA
TATV68_dah .A....CGCG.GG...CC.C....GAC.TCCGCGCGT.GT..C...G..TCCC.GTG.C..GG...G.GG.C..T.TG.CG.G..A..TGC..TCA..C.CGG...C....G.GCT..CC.C.G...GCC.GGGC..G.A..AC.C.G..T..GT.GCG....T..T..
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1270 1280 1290 1300 1310 1320 1330 1340 1350 1360 1370 1380 1390 1400 1410 1420 1430 1440

N PO TN P DO PUS DU PO DOUTY P PR PUSU DU PO OURY PN DU PO DO PRSI DOUSY FUON SR PRSI DUSY PUSE NOSUY FUUY PN PN PR PUu PR NUUl DOUeY P |
BSH75_banu TATGACTTGAGGCGTGGACCGCGATAGGTGTTAGTTGGTCATGGTACGCTGTTCTTTACGAACTAATATGCCGCGCCTTGGGGTCATATGTAATCCATCGCTGGGCGATCACCCTGGACTTCATCGACTCAATCATGTCTCGCTTTCTATACGTTGCCTACACTCACTTAATGTGCAATA
BSH74_nur
BSH74_sol
BSH74_shz
NEP73_175
SAF65_103
SAF65_102
BOT72_143
BOT73_225
CNG70_227
CNG70_46
TAN65_kem
SOM77_1252
SOM77_1605
SomM77_ali
SUD47_jub
SUD47_rum
ETH72_16
ETH72_17
UNK47_hig
GER_hdlg
IND53_mad
IND67_mah
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
IRN72_tbrz
YUG72_164
AFG70_vIit4
KUW67_1629
PAK69_lah
SYR72_119
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59
NI1G69_001
SLN68_258
GUI169_005
BRZ66_gar
BRZ66_39
UNK52_but
CML96_m96  CCG.GTC...TA..G..GT..T.G.G.TGTAGTTC.T...GC.TCGATT..CC.CC.G..G..CGGCGCAA.TAT... _GC.AGTC.GGCTCC.C..TT.CCCTCGCG. -AC...CC._AA.G.CAGGC..T..
CML70_CMS ~ CCG.GTC...TA..G..GT..T.G.G.TGTAGTTC.T...GC.TCGATT..CC.CC.G..G..CGGCGCAA.TAT...CTT.ACTGC.C.CGGC..GCTA.A..... G..GAT.C.AG.C..GC.AGTC.GGCTCC.C..TT.CCCTCGCG..AC.T.CC..AA.G.CAGGC..T...CG
TATV68_dah CC.AG..CT..AT...AG..ATAG.G..G.A.T.CA..GGGCAT.G..... CC.C..... G..CGGCG.A..T.T.T.C..A.C.GCCC..GGCA.GCT..A...AAG..GA..C..G.CG.GC..G..TGGC.CC.CACT.TCCCT.G.G.AAC...CC.G..... CA.G..C....C.




1450 1460 1470 1480 1490 1500 1510 1520 1530 1540 1550 1560 1570 1580 1590 1600 1610 1620

Y OO SN PSRN DU PUS PO PUUTY PRUTY TN PO DS DS PRI RSN P PR P DU DU PUOTY FUON PR DU DO PUUS POSTY SUON DR P DO PR DOU FUOY SRR PN
BSH75_banu GCCATCTCCGACGTAGGCACTGTGCACCGCCCCATGGGCTGTGCTTTTCTGTTTTCTGCCACGTTTCAGTGAACGAGCATTCGCGCCCGCACGGGGGCTGGGTGAAGTTCCCTGAGCGGTAAGCGGTCTTAGAACCGGACCTCGATCGTATCCAACGCAAGGAACTGTTCATCGTGTTAA
BSH74_nur
BSH74_sol
BSH74_shz
NEP73_175
SAF65_103
SAF65_102
BOT72_143
BOT73_225
CNG70_227
CNG70_46
TAN65_kem
SOM77_1252
SOM77_1605
SomM77_ali
SUD47_jub
SUD47_rum
ETH72_16
ETH72_17
UNK47_hig
GER_hdlg
IND53_mad
IND67_mah
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
IRN72_tbrz
YUG72_164
AFG70_vIit4
KUW67_1629
PAK69_lah
SYR72_119
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59
NI1G69_001
SLN68_258
GUI169_005
BRZ66_gar
BRZ66_39
UNK52_but  A....T...A
CML96_m96 _.TTCTC. ..
CML70_CMS ..TTCTC...GT.CG.T.GT.CG..G..AT.ATTG.T.TCAC..CCCC.G.CCCCTC.TTGT..CC.GTCAGG..G..GCCT...AG ....... TA..C..AC.GGA.CTT.CACT.AAC.GA...C.CCCA.G.TT.GTTC..GCT..GC.AGG.ATTG.TG.TCTC.GGC.A.ACC.C
TATV68_dah ...TCTC.T.G..CG..TG..C..T....TT....AT.TCAC.TCCCCTG.CCCC.CA.TGT.CCCTGTC.GG..G..GCCT....GT.TG...... TCA.A..GG..CTT.C....AAC.G....C.C.C.GG.T..GT.C..GCT...C..GG...TG..G..C.CG.G..AG.CCT.




1630 1640 1650 1660 1670 1680 1690 1700 1710 1720 1730 1740 1750 1760 1770 1780 1790 1800
SN U SN PN PO DS DU RUSOY SRUTY PN DR PSR DU PUUUE SOUSY PUSTY DU P DUUTY PRUY FOSRY FRUSN PRUUNY DU oty DUS NOSSY PUSSY DRSUN DU PO POS DUSEY RRDUY JRneN DR
BSH75_banu GTGAAATGGATGACGGTCTCCACCTAACAATTAAAACGTGGTCTATCCAATCGGAGAGACTGTAATATTAGACTTGCAGTCGGGTCCGTTTTTGGCTTGTAGCTGTGCCGCTGCAGGGTGCAAGCAGAAGAGAGTGCCGGTAGAACTCTGGTTCTTTAGAAGAGCATTCGCAAACGAGCG
BSH74_nur
BSH74_sol
BSH74_shz
NEP73_175
SAF65_103
SAF65_102
BOT72_143
BOT73_225
CNG70_227
CNG70_46
TAN65_kem
SOM77_1252
SOM77_1605
SomM77_ali
SUD47_jub
SUD47_rum
ETH72_16
ETH72_17
UNK47_hig
GER_hdlg
IND53_mad
IND67_mah
SUM70_222
SUM70_228
IND64_vel4
IND64_vel5
IRN72_tbrz
YUG72_164
AFG70_vIit4
KUW67_1629
PAK69_lah
SYR72_119
UNK46_harv
UNK46_hind
JAP46_yam
JAP51_hrpr
JAP51_stwl
KOR47_lee
CHN48_horn
BEN68_59
NI1G69_001
SLN68_258
GUI169_005
BRZ66_gar
BRZ66_39
UNK52_but
CML96_m96  ACAGGGC..G...TCA.TA.AG.TCGG.GG.CGCCG..C..C.CG.ATG.CAA. .TG.G..ACGGC.C.

G..ACC....CGA..C...CCCCCA.AACA.GTT..AA. . .TCA.GTAAC..GG. .GAGGATAC.A.A...GGTGG.C.CAA.CTCCCG.GG.G.TG.CT..GGG.AGTA.
CML70_CMS  ACAGGGC..G...TCA.TA.AG.TCGG.GG.CGCCG..C..C.CG.ATG.CAAA.TG.G..ACGGC.C.G...CC....CGA..C...CCCCCA.AACA.GTT..AA...TCA.GTAAC..GG..GAGGATAC.A.A...GGTGG.CACAA.CTCCCG.GG.G.TG.CT..GGG.AGTA.
G

TATV68_dah ACAGGGC.AG.AG..AC.A..G...GGTGG.CGC.G.AC..CTCGCA.G.C.A.CTG.GACACGGC.C.GA..CC...TC..T..... CC.CCA...CA.GT..AAA....C...... C..GG.TGAGGAT.CA.T.T..GG.GG.C.C...C.CCAG...A...G.CTAT..G..GT..



1810 1820 1830 1840 1850 1860 1870 1880 1890 1900 1910 1920 1930 1940 1950 1960 1970 1980

S OO RN PO PR PUS DU FRON SO P DR DU POUSY PO SOURY PPN DN P DO PUSY POUSY FRON JURY PO DU PUSY NOURY FUOY PR PR DO ORI DOSY PURY Saney DR
BSH75_banu GTCTTCCGAGATAGAGATTGTAACGTCCTGAAGCGAAGTACCGATAAGAGTCGTTAACTTTCCACACGCGTTGGATTGAATTGAAGACTAAGGTGACGCTGCGGGTCTAAGGATAGTGGCCCGAAGCGCCATTACCGGCCGCCTATCCCCCGGCCGTACGGGGGTAGGGCGAAATGACGC
BSH74_nur
BSH74_sol
BSH74_shz
NEP73_175
SAF65_103
SAF65_102
BOT72_143
BOT73_225
CNG70_227
CNG70_46
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CML70_CMS ~ .C.CCT.AG.GCG.G.G.CACGGT.CT.CAT.TT.GGTCGTA.G.GGAGTCA.CCGG.CC...G..A.TAC.A.GCCA.GCCACGAG.CGGC.C.GT.TCTT...C.CG...GCG.C.TTT..CG.T.T..CC..T..TACTACG. .T..TT...... TA.A_AATTA..TG.G.CGT.T
TATV68_dah .C.CCTT...GCGTG.G.C..GGTAC..C.TG...GG.CG...G.GG.GTC..CCGGTCC...GT....A.GA.GCCA.GCC..G.G.C.G....G...C.T.T.CTCGG..G.G.C..T...CG.T.T..CCG...A.A. . AC.AT...T.AA....... AAAT. . .T.GTG..GT.T
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BSH75_banu GATTTAATAAGGGCTCGGTTCGGTTAGCAGACCTACGCGTCTAGCAATGACCATTCAGTCAGCTGAGATATGAATCGATAGCTGGCAGCATTTGTCTCCATGTTGAGACGGAGTAGTACGTAACCTCTTGGACATGATGGGGAAAATTCGCCCACGCTTAGGGTGCGTTCTGTGCACACA
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CML70_CMS ~ .G.CCGCCG. .ATTCTAA.C.ATC.G..GCGTTCG.AT.C.GGC.TGCTGT.GCCTT.CTG.TATG.GC.A...... GC..A....G..G.CC...A..GC..C.G.G....A.GACGT.AGGTTCTCCTTGTGCAGCCAT .GGGGCAGAT..GT..CCGTTT..T..C.CAGAGG.GTG
TATV68_dah .G.C.GCCGC.A..C....C.A.C.G..G.G.TCG....C.GG..TGCTGT.GCC.TTC.G.TA.G.G.CC.GGG..GCG..C...GATGGCC...A..GC.CC.G.G..... CG.CG.TA.G.TC.CC..G.GC.GCC.T.GGGGCAG. . .AG.TACCG...G...... C..AGG.G.G
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BSH75_banu AAAGTACCAACAAATCCGAGGTTCATAGGGAGTGGATACCACATTCCCCACTGCGTGCGGTTTCGGGGCGTCAGGATAAGCCCCGCCGTGGTACTAAAGATGCCGGGGCTTATGACGAGTAACGCGACTAAAGTAGAATGTCCCGCGGTTATCCCGTCGGTCTCGAGGAGCTTGCGGAAG
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CML96_m96 _TCACT.TC.T.GGC..CG......CG....AC.ACCG.TG.CCGA...GTC.A.C.TA.CCC.T.TA.ACTGAAGC.GAT.TA_TT.C..CGA._TG..CA.TA..._ACG..
CML70_CMS ~ _TCACT.TC.T.GGC..CG CG....AC.ACCG.TG.CCGA. ..GTC.A.C.TA.CCC.T.TA.ACTGAAGC.GAT.TA.TT.C..CGA..TG..CA.TA....ACG..... G.CT.T..AG.CG.T..G.GGG.CT.TA.TTCAGCTGT.CT..CTC.AG..GTTCG....CTA
TATV68_dah . .CA.G..C...GGCT..GA.CC..CGA.A.ACT..CGA.GAC.G..A.G.C...CT...CCC......... G..GC.G..AT....TC...GA. . TGTG.A.T.A.A..CG..CAATTC....T.G..GT...G.GGGA.T.T....CAG...... T..C.C..G..G.TC..T..CGA
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BSH75_banu CTTACGCGGACTCGGCAGAGTCGGTCGTCGTTCCTCGTATGTACCAGGCTCAAATGTGTAGATCAAGGGAAATCGTCGGGAGTATACAACTAGTCG
BSH74_nur
BSH74_sol
BSH74_shz
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KUW67_1629
PAK69_lah
SYR72_119
UNK46_harv
UNK46_hind
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ALl C..A..
CML96 m96  GCCGA. .AAG...T.T..CTCT.A..TCTTCC.TCT.CGC.GCT.G. . TC.GG.AA. .A.AGC.TGAA.GT.CAT.A.AAT . ..CG.G.TCCA.A.
CML70_CMS  GCCGA. .AAG...T.T..CTCT.A..TCTTCC.TCT.CGC.GCT.G..TC.GG.AA. .A.AGC.TGAA.GT .CAT.A.AAT. . .CG.G.TCCA.A.
TATV68_dah GCCG. . ... G..A._T.T...A.AC..CT.CCT.C..CGC.GC..G..T-TGG.A- ... G..TG.A.GG.CA..AA..TA. .CGTGG. .C. ...



