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1  ECVTQLLKDTJFEGGDITTVIFTPSAKYCQVVCTYHPRCLLETET 44
92  ACNKDIYVDLIMKGINYNSSVAKSAQECQERCTDDVHCHFFTYA 135
181 ACTRDIFPNTVEADSNT PDAFVCGRICTHHPGCLFFTFF 224
272 FCHSSFYHDTIFLGEEL KSHEACQKLCTNAVRCQFFTYT 315
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AESPSEDPTRWHTCVLKDSVTETLPRVNR-TAAISGYSFKQUSHQIS 91

TROQFPSLEHRENIT-CLLEHTQTGTPT LDKVVSGFSLKSCALSNL 180
SQEWPKESQRNI-CLLKTSESGLPS KSKALSGFSLQSCRHSIPY 271
P22 SCNEGKGK-CYLKLSSNGSPT GRGGISGYTLRLCKMDNE 361
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