Table 7. A list of the modern (no:

n-ancient) and GenBank specimel

s found in each named haplotype

ased on the full 663bp.

A - Europe BK - Europe C - Europe D - Asia E - Europe FH - Asia GX - Asia I- Asia J - Asia
LDomDuroc02 LDomLandrace04 LDomBritishLop01 LDomLandracel LDomLandrace09 LDomBritishOldSpot01 |LDomLarWhite10 Wat99EuroAmerDom3D -6 | LAusFerHair02124
LDomGermBunte01 LDomHungaryh ica01 |LDomlberiaBlack01 LDomUKTamworth01 LDomDuroc03 LDomLarWhite02 LBO1 - large black
LDomPortBisaro01 LDomLandrace12 LDomMidWhite01 LDomFranceCreole01 Alves 1B23 LDomLargeWhite06 WatO1LargeWhite1D
LDomHampshire02 LDomLandrace10 Alves 1B3 12 -2 MJ01 - manchado jabugo Wat01KagoshBerkD -3 YangO3LargWhtD
LDomGermanAngler LDomLandrace05 Alves 1B4 LDomLarWhite07 Yang03DurocD
LDomLargeWhite05 LCorsica82 Alves 1B5 6 7 10 13 19 -6 Alves S] LW1 -2 GL133 Norway
LDomLandrace14 LNSardinia88 Alves 1B9 14 16 -3
BKO1 - berkshire Alves 1B17 D4 - 2 Alves 1B18 25 -2 Van Pa 2
LDomHampshire01 Giul D GL109 Germ
LDompPietrain05 Wat99EuroAmerDom1D -5 |Randi01Susi
LDomLeicoma01 Wat010kayama2D -3 GiuPolEWB2
Alves 1B15 GL287Corsica GL73 Morocco
Alves 1B26 D3 B LR1 P1 -5 GL289Sardinia GL919 Volaa
Alves MG(mangalica) GL1040 Cyprus GL799 Romania
WatO1LargeWhite4D GL948 Kos GL749 Poland
Wat01PietrainD GL946 Hungan
Wat01HampshireD - 10
Wat010kayama1D
GongFinnish3
GL285Corsica
GL284Corsica
GL108 Germ
GL110 Corsica
GL112 Holland
GL141Armenia
GL252 Italy
GL63 German
GL111 Sardinia
GL288 Sardinia
Randi01Sus3Sardinia
YueSchHall
YueLargeWhite
MacDom - 25
GL779 Iran
GL1041 Cyprus

L - Asia M - Europe N - Europe O - Europe P - Asia Q - Europe R - Europe S - Asia T - Asia
LDomLandrace11 Alves D1 LDomLandrace06 Alves 1B11 21 -2 Alves MS1 Alves LR2 LDompPietrain03 Alves LW2 GiuUKLargWhtiD
Alves D2 Alves D7 GiuHampshire2D GiuUKHampshire1D Wat99EuroAmerDom2D -2
LDomLargeWhite08 GiuUKLandrace1lD GL786 Iran GiulsrealiWB - 3
WatO1Lar D L
GL392Romania
GL945Slovaki
2

U -Europe V - Europe W - Europe Y - Asia Z - Asia AA - Asia AB - Asia AC - Europe AE - Asia
KimUKWelshD Alves D6 Alves 1B8 Wat01JinhualD -3 GiuUKDurocD KijasO1Landrace Wat01YontsuanD GiuUKLandrace2D GL146China
WatO1Lare 2D -8 Wat01Kanagawa4D -3 Wat01Kanagawa3D WatO1landrace2D -2
YangO3LandraceD

AF - Europe AG - Asia AJ - Europe AK - Asia AL - Asia
GongFinnish1 KimChineseEurhul GL71 France GL237-SE russia Wat99Dom:

LD inderod01 GL144Sardinia

BA - Europe BB - Asia BC - Asia BD - Asia BG - Italy BH - Italy BP - china BQ - Iran/Arm BS - Asia
GongFinnish36 Wat99JapW. GiuAWB11 Wat99]apWB56 GL2471tal GL245 Italy GL64b China GL59 Iran Wat99RyukyuWo
GiuPolEWB1 GL248Ital GL246 Italy GL142 Armenia

GL747 India Wat99EuroUmItalWB3 | GL250 Italy GL236 Armenia
GL251 Italy GL271 Armenia
Wat99EuroUmItalWB1 -2 GL912 Iran
BU - Asia BW - India BY - Europe BZ - Europe CA - Europe CB - CV - Asia CW - Asia CX - Asia
RandiO1Japan GL46 India SWB1 1B1 SWB4 GL191 Viadivostok IshigTaiwan1 GL555Sarswhite OkulJPWB5
SWB2 182 SWBS Van Pa 1
SWB3 1820
CY - Asia CZ - Pacific DA - Pacific DS - Asia DV - 1st out DW - Asia DX - Asia DY - Asia DZ - Asia
ChoKoreaWB6 GL229 Vanuatu GL51a PNG KWA1 GL756ri GL930Taiwan IshigSKOrea4 3 AY879771
EA - Asia EB - Asia EC - Asia EF - Middle East EG - Iran EI - Europe EJ - Middle East EK - Asia EL - Europe
AY879772 KWM1 GL213China GL752 Iran GL792 Iran GL918 Volga GL270 Armenia GL789Iran Wat D
GL754 Turkey GL793 Iran GL935 West Caucasus | GL944 Thbilisi GL1009 Turkmen GL959 Sardinia
GL769 Iran GL960 Sardinia
GL940 Izmir GL961 Sardinia

EM - Europe EO - Middle East EP - Middle East ER - Near East
LeifFrenchWB GL254Iran GL771 Iran GL942 Sudan
GL951Bulgaria GL783 Iran GL781 Iran GL952 Sudan

Names of these assoc

iated only with samples for which enough sequence w

s generated to run the full Bayesian analysis, either c

with those found in Larson et al.(1) or are newly named as part of this stu

The titles adjacent to the code ind

i

te which major portion of the tree the haplotype is a:

ociated with. Below the haplotype are the codes of the specimens that possess the identical sequence.

Where the total number of pigs a

ssociated with that code is greater than one, this is noted in the numbers to the right of the code. Samples

with yellow were added to include previously generated

located in East Asia in

order to test if any of the Eastern Iranian samples group with them. Though the Iranian samples are similar, none of them match any previously amplified samples or identified
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