Additional file 10.

Summary of the protein abundance data for protein spots belonging to genes

responsible for the production of secondary metabolites in S. coelicolor, illustrating
differential representation as a result of bldA mutation.
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The act cluster: Illustration of five transcriptional units for genes encoding enzymes in the actinorhodin biosynthetic pathway, and summary of
proteomics data showing decreased abundance of many proteins in the bldA mutant. Genes in red contain TTA codons. Panels 1 and 2 correspond
to bldA replicates B and A respectively, while panels 3 and 4 similarly correspond to M600 replicates B and A. In each panel the earliest time
point is on the left, and latest on the right.
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7] W SCo0381 glycosyl transferase

. L sCco0382 secreted dehydrogenase
L scoo0383 hypothetical protein
L SC00384 membrane protein
P sCcoo0385 membrane protein

4 P SC00386 Asp synthetase

Ml sCc00387 oxidoreductase
- SC00388 hypothetical  protein
M SC00389 lipoprotein
L SC00390 membrane protein
L SC00391 transferase
M sco0392 methyltransferase
M sco0393 transferase
ML SC00394 hypothetical protein
L sCc00395 epimerase/dehydratase
L SC00396 hypothetical  protein
M scoo0397 membrane protein
4L sSC00398 glycosyltransferase
L SC00399 membrane  protein
ML sco0400 epimerase

aminotransferase

The deoxysugar/glycosyltransferase cluster: Illustration of putative transcriptional units for genes in the cluster, and summary of proteomics data
showing decreased abundance of many proteins in the bldA mutant. Genes in red contain TTA codons. Panels 1 and 2 correspond

to bldA replicates B and A respectively, while panels 3 and 4 similarly correspond to M600 replicates B and A. In each panel the earliest time
point is on the left, and latest on the right.
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Red: SCO5895 (Redl)

Differentially represented proteins from the CDA and Red antibiotic
biosynthetic clusters, and the Type Il polyketide synthase SCO7221.
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Type Il polyketide synthase: SCO7221.:

A3 B [ B

5¢07221;368

H_/ | R | W ) W
AbldAb AbldAa M600b M600a




SCO0489

I o

SCO0499

ol )

2 6 P o EF&T&TWF@T@TWW

R R

32 I i I i o S
5C00499,755

§C00490,213

AbldAb AbldAa M600b M600a AbldAb AbldAa M600b M600a

+

-
NEIEAEEFE R e e

5¢00494:631 ’_‘ ’_'—‘
—~— i 3 Y Y P e i
AbldAb AbldAa M600b M600a "

AbldAb AbldAa

M600b M600a

The coelichelin biosynthetic cluster illustrating differential
representation of the SCO0498 and 0499 proteins in AbldA, -
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but not the SCO0490 nor SCO0494 proteins ScousaleyTzs
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The desferrioxamines biosynthetic cluster illustrating subtle differential
representation of the SCO2784 and 2785 proteins as a result of bldA mutation.



