
Additional file 9. 
Comparison of transcript and protein abundance profiles for the eleven genes 
identified by both transcriptome and proteome analyses as being differentially 
expressed in the ∆bldA mutant. 



M600 
(sample number)

M600 ∆bldA
(sample number)

N
or

m
al

iz
ed

 lo
g2

 tr
an

sc
rip

t a
bu

nd
an

ce

0
0.5

1
1.5

2
2.5

1 2 3 4 5 6 7 8
0

0.5
1

1.5
2

2.5

1 2 3 4 5 6 7 8

0
200
400
600
800

1000
1200
1400

1 2 4 6 8
0

200
400
600
800

1000
1200
1400

1 2 4 6 8

M600 
(sample number)

M600 ∆bldA
(sample number)

N
or

m
al

iz
ed

 p
ro

te
in

 a
bu

nd
an

ce

Transcript 

SCO0499

Protein 

Profiles are the average of triplicate experiments for transcript abundance, and duplicate for protein abundance
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Profiles are the average of triplicate experiments for transcript abundance, and duplicate for protein abundance
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Profiles are the average of triplicate experiments for transcript abundance, and duplicate for protein abundance
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Profiles are the average of triplicate experiments for transcript abundance, and duplicate for protein abundance
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Profiles are the average of triplicate experiments for transcript abundance, and duplicate for protein abundance
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Profiles are the average of triplicate experiments for transcript abundance, and duplicate for protein abundance
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Profiles are the average of triplicate experiments for transcript abundance, and duplicate for protein abundance
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Profiles are the average of triplicate experiments for transcript abundance, and duplicate for protein abundance
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Profiles are the average of triplicate experiments for transcript abundance, and duplicate for protein abundance
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Profiles are the average of triplicate experiments for transcript abundance, and duplicate for protein abundance
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Profiles are the average of triplicate experiments for transcript abundance, and duplicate for protein abundance
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