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Biotic: A. tumefaciens (+)
Biotic: B. cinerea (+)

Biotic: E. cichoracearum (+)
Biotic: E. orontii (+)

Biotic: M. persicae (+)

Biotic: mycorrhiza (+)

Biotic: nematode (+)

Biotic: P. infestans (+)

Biotic: P. syringae_1 (+)
Cheical: 2.4,6 T (+)
Chemical: 2,4-dichlorophenoxyacetic acid (+)
Chemical: 4-thiazolidinone/acetic acid (+)
Chemical: 6-benzyl adenine (+)
Chemical: AGNO3 (+)
Chemical: AVG (+)

Chemical: brz220 (+)

Chemical: brz91 (+)

Chermical: chitin (+)

Chemical: CO2 high
Chemical: cycloheximide (+)
Chemical: daminozide (+)
Chemical: furyl acrylate ester (+)
Chemical: hydrogen peroxide (+)
Chemical: ibuprofen (+)
Chemical: isoxaben (+)
Chemical: MG13 (+)
Cheical: norflurazon (+)
Chemical: NPA (+)

Chemical: ozone_1

Chemical: paclobutrazole (+)
Chemical: PCIB (+)

Chemical: PNOB (+)

Chemical: prohexadione (+)
Chemical: propiconazole (+)
Chemical: syringolin (+)
Chemical: TIBA (+)

Chemical: uniconazole (+)
Chemical: zearalenone (+)
Hormone: ABA 1 (+)
Hormone: ACC (+)

Hormone: BL (+)

Hormone: BL / H3BO3 (+)
Hormone: ethylene (+)
Hormone: GA3 (+)

Hormone: IAA_1

Hormone: 1AA_2

Hormone: 1AA_3

Hormone: MJ (+)

Hormone: salicylic acid (+)
Hormone: zeatin (+)
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Nutrient: Caesium-137 (+)
Nutrient: Cs (+)

Nutrient: glucose_2-4-6h
Nutrient: K ()

Nutrient: lowN_glucose
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Nutrient: Nitrate_low
Nutrient: S deprivation
Nutrient: sucrose (+)
PCD: senescence
Stress: anoxia (+)
Stress: cold_1

Stress: cold_2

Stress: cold_3

Stress: drought

Stress: genotoxic
Stress: heat_1

Stress: heat_2

Stress: hypoxia (+)
Stress: osmotic

Stress: oxidative

Stress: salt

Stress: wounding

Figure S2
Expression characteristics of Zim-Jas motif genes

Expression of 12 of the 14 genes listed in Table 2 of Yan et al. The data show that
various treatments such as ozone exposure, methyl jasmonate treatment, wounding
and salt treatment all upregulate several genes whereas Agrobacterium tumefaciens
infection, high carbon dioxide, and syringolin treatment all downregulate the levels
of mRNAs for several Zim-Jas genes. The expression data are from Genevestigator
(Zimmermann et al., 2004).
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