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Figure 56

Alignment of the INF-3 enhancer

ATF Jun IRF-3 IRF-7 IRF-3 IRF-7 NFkB
1:AAATGTAAATGACATAGQGRAAACTGAAAGGEAGAAGTGAAAGTIGGGAAATTCCITCTGAAT: 60
1:AAATGTAAATGACATAGQGRAAACTGAAAGGEAGAAGTGAAAGTIGGGAAATTCCITCTGAAT: 60

- AAATGAICAGAGGRAAACTGAAAGGRAGAACTRAAAGT|IGGGAAATTCCICTGA . . : 52
1:...... AAATGACGGAGGRAAACTGAAAGGRAGAACTAAAGT|IGGGAAATTCCTCTGA . . : 52
1:...... AAATGACATAGGRAAACTGAAAGGRAGAACTRAAAGT|IGGGAAATTCCTCTGAA. : 53
1:.AATGTAAATGACATAGQGRAAANCAGAAAGGEAGAACTGAAAGTIGGGAAATTCCTCTGAA. : 58

- TAAATGAICAAAGGAAAACTGAAAGGGAGAACTGAAAGTIGGGAAATCTCITCC. . . . : 45
1:..... TAAATGAICATGGGRAAAATGAAAGCGAGAACTGAAAGTIGGGAAATTCCICT. . .. 51
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