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SI Fig. 1. RNA expression profiling of seventeen adenocarcinomas.  Oligonucleotide-based 
microarrays were purchased from Nimblegen Systems (part # 2005-04-20_Human_60mer_1in2, 
www.nimblegen.com) and hybridizations were performed per manufacturer’s protocol. The six 
tumors positive for the 14q13.3 amplicon by CGH are indicated with “+” sign on top. BRB Array 
Tool (http://linus.nci.nih.gov/BRB-ArrayTools.html) was used for data analysis.  Pearson 
correlation coefficients of overall DNA copy number and RNA expression of the three candidate 
driver genes: NKX2-8, 0.431 (p value=0.003); PAX9, 0.101 (p value=0.01), and TTF1, 0.067 (p 
value=0.02). p values were determined using a random permutation test performed in the S-
PLUS software. 
 

 


