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SI Fig. 2.  Correlation of DNA copy number and gene expression of TTF1, NKX2-8, and PAX9.  
Fifty lung adenocarcinoma tumors (and five normal unrelated lung tissues) were analyzed by 
real-time PCR for both DNA copy number status of the 14q13.3 locus and RNA expression of 
the three candidate driver genes. Three-fold amplification was used as the cutoff for classifying 
tumors as amplified, and three-fold overexpression relative to the average of the five normal 
lung samples was used as the cutoff for classifying a gene as being overexpressed in a 
particular tumor sample.   Each of the 150 individual expression measurements (y-axis) is 
shown in a dot plot relative to the corresponding DNA copy number status (x-axis) for the same 
tumor sample using these symbols: red circle (NKX2-8), green circle (TTF1), and blue triangle 
(PAX9). The first shaded box (A) shows RNA overexpression of the indicated gene 
accompanied by DNA amplification. The second shaded box (B) shows lower level RNA 
expression accompanied by DNA amplification and the third shaded box (C) shows RNA 
overexpression in the absence of DNA amplification. Pearson correlation coefficients of DNA 
copy number and RNA expression for each of the three genes are: NKX2-8, 0.692 (p value = 
0.0001); TTF1, 0.241 (p value = 0.001); PAX9, 0.343 (p value = 0.001). 
 
 


