
back view). The RE reconstruction lacking the Csl4 protein is displayed at the 

same threshold in grey solid surface for comparison. 

Figure S5. Multiple sequence alignment of the C-terminal Rrp44 and E. coli 

RNase II. 

The C-terminal portion Rrp44 sequences from human, Drosophila, budding and 

fission yeast were aligned with the E. coli RNase II. The secondary structure 

elements based on the E. coli RNase II crystal structure are rendered on top of 

the alignment, while the secondary structure prediction of the yeast Rrp44 is 
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