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Supporting Fig. 1. A rescue experiment of the csrp1 morphants. 

(A) A schematic illustration of Csrp1. Two LIM domains and two glycine-rich regions 

(GRR) were separated by a short intervening stretch. (B and C) 58.5% of the csrp1 

morphants display defects in this case. Over-expression of Csrp1 induced by injecting 

mouse Csrp1 mRNA results in similar defects in 61.5% of embryos. Nonetheless, 

co-injection of the csrp1 MO and mouse Csrp1 mRNA rescues the phenotype, and only 

31.5% of embryos show the defects.


